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B gE P BB A &% e B BE 2 48 B AT FE(3)
REY
FRBRAS ¢EBEALAM
E

AAHEZERBEMEARTY >  BRE 11 A EAAANRARTBRES T 95
B BRRBREREYRARA L kAT SR Sk (&5 T H -
EPam P EHENFFERIEALE > BATOE 63 A FAITE 12 A TIEFIIL
£ 100 A IR EBEFTRTCEZIBREL Atk Eaad BT
70N BATRAUTAR L DNARBIALZ AR 62 it - BHEERMAR
KEZRA$RE—R - FAOHERPEIIL-6 2 FE G-572C 45 GG A R A
BEAEBEEFENGC R CCR ¥4 G IEARAHHEEIL-6 £ FH G-174C
MGG RARAEEHGFETRMURGEREEN GCA - IL-10 £ F G-1082A
HAARARARELREZEENGAR « UFRR AT EEREUABRLEER
BRBERBHETESERRZTAL  THAHFE—TFTEARBAARTRE
B UkhE B EMKABERBRESEEZ ARG ERZAMEm T

LEEHEEHRL - RIS G K FHP KP-indued Septic Rats Z 74 & 34 & o
HRBTLETFHBE (W-~KHE (L) X558 555204280
(K) /88> EAAABAORA  -BATREELRFE8 BELERT
WABH B BB EAEZ AR FUTF R AR E@BE R ERIE £
A KPR JE 2 ¥ 26 HRIE EAABN AR EB R AR G K55 % CLP
KB Z IL-6~ IL-10 % /LAB % » KP-induced B fnE K AL F AR FE > T &
RABE AR S C BPA T AR FE L6~ ILL1I0 ) EAABFEBHABLTR > 5
BEMYOTHEAALTARB - AN THEERORZMABRBIREBREZH
BB I A A BERAFISRAEE/TARE-—TFTHAR MEREE
HEE RFRFNNEARGUBEE T B EERE LAAEFE—F
BREHME -

FPREEAN MHNEPER AR EERALAR  ERLBEFIFTAE
BALEME BBERGR LB KP AN KA aE AP ELEFEE-
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The Study of the Relationship between the Chinese Medical
Syndrome and Serum Cytokine in Septic Patients (3)
Yi-chang, Su
Graduate Institute of Chinese Medical Scinece, China Medical University

ABSTRACT

We have collected 95 septic patients until the end of the Novemver, and
32 of them were unable to have complete records because they were
transferred to other hospital, coma or dead. Therefore, 63 patients had finished
the completed Chinese medical symdromes diagnosis, the measurement of
cytokines, and DNA analysis. The results revealead that the patients with CG
type of IL-6 (G-572C), GG type of IL-6 (G-174C) and AA type of IL-10 (G-1082A)
have a higher survival rate than other types (p <0.05). It may be one reason for
higher mortality happened to GA type patients revealed from previous studies.
We have successfully developed a rapid, accuracy and cost-effective for
genotyping many loci in the same capillary tube. These results could be useful
for human body or animal physiological and pathological analysis.

In the animal study, we evaluated the treatment of Bai-Hu-Tang (BHT) on
KP-induced septic rats. Our results showed that the survival rate of the
KP-induced septic rats were not obviously increased after BHT administration,
both in high and low dose groups. This may be bacause the toxicity of the
pathogens were to strong to be reversed by BHT. However, the cytokine
expression of IL-6 and IL-10 appeared similar trend as we observed in previous
CLP septic rats receiving BHT. It may be considered to treat KP-induced sepsis
with antibiotics and BHT in the future. Furthermore, to advance the time of the
BHT administration to the KP-induced rats may be another consideration to see
if BHT can reverse the cytokine changes.

The Chinese medical syndromes, sex are related to the prognosis of the
septic patients, and are also related to the cytokine expression. To treat the
KP-induced septic rats with BHT can not alter the survival rate.

Keywords: Chinese Medicine; sepsis; cytokine; Klebsiella pneumoniae; prognosis
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RAMEBARBRERR - ARPREZMHME
FTEEAY AR REARENEE  ARYE TR MM
FREYN TESR ) ABRAREESR ARUAF R AN
PEEY T hos BERAREES ARPEFR MMM
PRENTRAE  BEAREER - ARNHFERZ MMM
FEEY hE  ABERREER ARV EEEZ MK
PREY RE HEBEAREER - ARUFERZ MK
PEELHE BEARRESR - ARUFERZ AN

. TNF-a (-308) A B R et RELEIRARZ A8 M %

JL-6 (-572) ABRMER R F AR Z AR

JL-6 (-174) ARAR mes R ERIEZ 2 4R H

L-10 (-1082) A B4 fes RILE a1k 2 48 M1k
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. ANIL-6 X B 4 7] & PCR ~ 249 5] F3%3

- R RBF P H R AT e & IL-6 A B 2 KB A 547

. ANIL-10 X B A %] & PCR ~ 3£44 3] F3%%

. BodogE & & KB 4 DNA L IL-6 5] F& 47 PCR 37 » FR43 A4h (129bp) 2

TkE

. BihyE BF AR @ DNA L IL-6 G-174C 3] F# 47 PCR %5 » p45 £ 40 (109

bp) 2 EXE

. Bk B A H 4 DNA 8 IL-6-F2 & IL-6 G-174C-R1 3] F#} # 47 PCR 37 »

g A4 (505bp) 2 EkE

. PigE B A B DNA X IL-6-F2 & 1L-6 G-174C-R1 3] F4} i 47 PCR #6274 »

Fii% A4 (505bp) Bk BrBl RRHISEM B A3 EABLR e

R AR kTR E BEIL-6G-174C AR Z AR AR S -

. B gE & & A B4 DNA 2L IL-10 3] F#47 PCR 345 - Fisd A4p (473 bp)

ZEXE

10. #|AMA I ik iTlH bz EH IL-10 AR Z RBAR 5 -oeemmememeeen
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BASFPREHRT BANRTHEFTEAREYHBIEEREL S
BB MAG R BBFREGBRAEHEM > EoBREFXME - ARH
B (WwAZ - 4£24% - FY) 282 EANEZARLKRNARAENS
AT ERARTRHERECI EARETARAMGZIARNAS A - A4
TRHARNPERRICAPEEA PR EEZHARER LA TRARY
THROAFAETFPREBRERZIAR  UTBEVRBEAETRAZH
RREZHRH T -

EEAHARET > BPACHEFTIFEHENBELRN  LRALEER
BhHEL PERABRAZIAR AN PREERAEEAREREMRKZ L EMKE
AR —#HERTITI>NBEREASERAY > A RESEEY  dHEHE
BM > BRHEPRERESZ "5G4 8K PERERRIREAL
ZHRRBRE HEREAFBRERBILBETEINE WY EHEBEYSL
HBURRXGBEEANELRRY  BYRBZERLUBIG RS - Btk
AR P RBRBEREARZ AHRATEULE BHIZY -

At TS HETRLERIF4 0 CLP 2RSS 2 % BB AE KR
e T8 (60 0F) BEFARBRFIBEGRFEBE  EBRRECE > &
BRELF Pk E IL6&ILI0 SHEARFTREBEXRAE > AL
& linear regression model v cox proportional hazard models 5% » £ 1 3%
FEHRRMGAFLE WERCAZRBXIEE » i A Experimental Biology &
Medicine #AF|4:% - EATHMARERZ AR L > RFBE—FIHRTEaRS
HNE-—RARF R ENEBRERREFRAMLE -

HERARER  AEARMEAED A BRERAR L @B X
— > GHMME FRERXLEAGHREREE XL E(14) MPla
EERBAMERBEMNEZACEREZ—(5) - £64HWE > dALTaRM
RIFAFRRZIHRERFIARSNELEME BN PRERARE
AABFE)(6-8)c BloF » L ER > MESZHEM L NEBREB AN &
SR TATORMXFH ARG K LGB, 10) BB AKX BEHR
EHRATORMAFENRERBASGEERBERNEEZ L2 —(10,
11) -

RBFBAAXMBREATEORNEARBTAH S SRR FoOFLE - &
POASRBLENE BEE BHMETRESBALALE A ALTEAK
R ANBERSBERE T AR ENRABE I ERRY IR ES L min AR
AR BRI AR A K de A4S LA R A A 4 B2 (Bioflim)
BAEASRLINEEZNHAE(12-15) ALRBIBEALTORM XRH
FEEEAHFHRF - BATAATORMABATHABSBERAFR T
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BB+ LU L6, 17) 0 Mf &4 PR AN IS o B R 5 dtk
PHoFUKIFn K29 FRAEX(18) - wB—AT AL ETARMERZAT
AB BB RARNEGRATRENSHEKEFAAG » &4 ResABC
RmpA ~ RmpA2 ~ KvgAS Fu KVhAS %(19-26) » &  ta Bk e PFIE R E R R AL £
FHRATFHEFERR IR ARANELZYRNE T R@B3 Bl AaE
ERHFMATQ7)  AATORFRAFEHEZRMEATFERALZ -2 A
ZRBRE ~ KPF28 A R JFH LR B35 R B F CF29K > i3S B 7T IA H B)
MR RE R AR GO EAIZ(28-30) - A B A RAL T
RLFEEBALRE @ AREFIIRABU R AL RAE > o BHK
4 F(siderophores) ¥ 4idk Fea R Wie % AmAMEEZFHRA FRASE
MRRMHE T Fur iR BR YR —BESHREAZES Y
F4RB S FT » T HaAa R B F a9 R B &3 (31-33) - Bk
Bitm B M EARRE R REF I H ERE FH LR RAMKEMEHEH
E24AR65(34) -

BRIV I HBRY F R LRRFARY - WA QRFUNLE G K
ARAZFNREATFRARARARAELZEE B AR 0EHAE > 5
R F AR E R @RBENRLRRERT BN ELMSE LR B
ERBRBHERIAR S MaLATTRERET > IL-6 £ 1L-10 4 X dm
FLBE AR SUEE R dm B i F o RIFAKR(35, 36) 5 B sb AT 53Xk B
BHRTE APELERIBRETIRL PAHAMYEBUE X LRALERE
Fol A MR RBRBIE S B SRR R A M

membrane Rpo!

RcsA ResB /thR
:b:r’ Plorpys L ois17

CPS o1z

| Klebsiella K2 cps gene cluster |

B— AATERMEAFHCG PRB BB aFNARA6E
B3R EE R EE((37) -

B AENSAECENREREGESR LR 8BRiE  HEH
A RSB LELEASBURBEZIRAMRT PERTEN B ERLAGM

F8H X719 H



th AARENIT FRARZIATELZARAEAR=FHERARFTER
ARBRUER @K ERES 150 AU OERET  EAEMFFAEPRE
R E3 126 A BEIAR S RER 46 A0 BHOMEAE 51 A hyBEs
A5 N REBAESA hEBERAIA BEEAGA BFEEEG65A-
RGBT TR PRIFERZAE S S LogIl-6 ~ Log IL-10 ~ L2 & CV factor
Day 1, S22 BHA FREILTAR A 0E EHFFEZIHEAY  BRREHHTE
78.6% o

AR TEITHRABR Y F AR 20 5 B4 SNP ey R 3 B RFE
mmA Ao ARNARBENEER (k)

A= FRM - BARZMAEEEL L0 2 ARD AR

A el | hEt
3.1 3 | 6 | #F
GA| 4 | 0 | 4 | &T
0.429{1.000|0.600 | % 3% %
10 | 4 | 14 | 5%
AA| 10 | 6 | 16 | BT
0.500(0.4000.467 | 755 &

RANTERHATZABEAALT LR AN G E EXREAHZ
SNP » 1/ B B8 ARITIPAE B2 TR R FAIL 2 AK3E - sbsb 0 35 b KP HFr3laf 2
PR E S MBRREBEF AT B AR E SR RE > AREFERE
B AR LA MREREREIFTER IR A BLELSARF
L BABN KR R EREERRRIES R T By E 2 g o

$98 , X719 EH



R~ ARG &

B T8k AEH>»—4 (99.01.01-99.12.31) i#47 > AFEBERRER
By X5y 2
—EBRREAL RBFIHXERIRBEE

(—) HE  ABRRERZIBEMAR
(=) WFEE FXhHBRERIERE
(Z) MEAS AU E 100 A > EHRTARF 70% » TR 70 L EH -

(@) R ESERE AR EBLAHESERREEERH - 258X
RIEFEZEHTR ATwRALEARFESG_BAULE (4) 138
ARNBER 38 ES IR 36 F - 208k B4 AN 9 T - 3.
wfoR 4 AN 20 T Rk P = A ALE R E (PaCO,) A 32
mmHg - 4. @ mIKE B ¢ KH 12000 cells/ml 2,/# 4000 cells/ml
2% band forms >10% - (43-44)

(R) BARERRZ - ERAEENWEREBLFSREN E R oM
hAOBUE > EHRAAKTBOAESEFILRERALE
%o ABPRRBRAKRERAAAROE S  WHFERAARYGE —
R FEROBRIRE QK KW > 1R E - Bk BS54
Bz fE ~ D-dimer ~ 3B ~ RILEK 2 B (REBREREARESL
HE ;K mE 63 ¢ Ecoli ~ Kleb pneumonia ~ pseudomonas »
acinetobactor ~ enterobactor - streptococcus ~ salmonella ~ proteus
mirabilis & ° ) ~ mfaiiF > E3ERE — X&) APACHE I 35 % 4t
Sl E AR RRE P REN A L& - (45-52)

(7)) RsREMER CBREAR - © ¥ 53 - APACHE Score ~ 1% Al & % -
HFERFETHER -

(€) Bl P BERRME - AARFE R B ETHEEHBa 4
BT mPl bt FTREEUSEURERKEBETRBERETRES
REEARUARE  RBBRESAAEER  2H THREAER
BEGHR BT dokATF
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B+ BF ¢ BR¥M BF (&8) K
3o+ BE o+ Bk 08 (E&H) K
B+ B o+ RE+ EA (H) &K
£ BH o+ % o+ BRE+ BUBIEE (R &
BHo+ B%F + IRE+ AR (IR K
A B+ BE + B BBk (GBHR) %
o BHo+ 5% o+ IRt BUE GRS
8 B #h B o+ HEEE + M B % 4
BE o+ BB+ B4 + HAE &K
BH o+ PRI+ B4+ HhE X
P B BRE - Bl ol &
B+ BB+ B4+ RS X
B+ IR+ T4+ BB x,
BEo+ ¥+ T + 1L
OB FUaitk + EREMT + BRES
= 5 4 Fia v E+EREM T + R3S +WABRA &
- FaaibR+EEEME T + BRGE +w Bk kRE
& o E mEsa + Bkm + T
B g BT + Prém + T4 K
= & O+ Phiad + F4r

( A\ ) Total APACHE Il Score = APS Score + Age Score + lliness Score  (1&K B&
Knaus WA, Draper EA,Wagner DP et al.APACHE Il : a severity of
disease classification system. Critcaremed. 1985;13(10):818-829)

APACHE Il 35 4 4 Z 85| % 18 ' APACHE IRE - A 4L+ %48
Bl A T AR B E % B TEL 0 AT UK BBAPACHE I3 0 A& S -
S BEESAL-THEEAANEAE -

(H) w23 (cardiovascular parameter of MODS score) £ % - 0,
heart rate = 120bpm; 1, heart rate 120-140bpm; 2,heart rate >140bpm;
3,8 21 A intropes, dopamine | & >3ug/kg/min; 4, lactate >5
mmol/L( 4% B8 Knaus WA,Draper EA,Wagner DP. APACHE Il: a severity of
disease classification system. Critcaremed. 1985;13(10):818-829 )

(53-56)

(+)tmpb k& R B8 B A 42 44 10 cc &9 ik # A4 EDTA % heparin
Hig B ey AR A - L Bp i PR ER AR (3SR 1500 RPM >

F11H, #H79H



B EFE] 10 548) 0 BECHERE i B4 -80°C HKFEEETE 0 FTA
R E T RE AR F -

(+—) #AELSA 5 #r 2 Fmp i EREGE -
BRAEZEYZRALBELRIE ANEREZRLOEHEAGE
M) BRI 4542 8 & (standards ) S & kA (samples) fo 2|8 -
RERBRNAINBETES  ABRERESNMEZE > BANRAH
B M e94u8 (enzyme-linked polyclonal antibody) » it kit k&4 8
R4 o A AL 5% (substrate solution) £ AT R e9BE &, € S 45 A 4m
iR FHEREL  RELILRERE  BITRAEZRF - RIEFELK
HEFIATERAERREZAZ R HL (standard curve) » FHiK
HAZRREGGR R E iR FHRE - TAHEE L6~ IL10 BT 547 ©

(+=) itk B3 DNA Z 0 ik RAA
1. mikiapgz & :

WAk B 2 ik 3mls BN 15ml Z Ak 3ml1XTNE &
#%7% (10 X TNE, 0.1 M Tris base, 10 mM EDTA, 2 M Sodium chloride, pH
7.4) BB P 0 14 3,000 rpm s 10 548 0 L RIR o lo A AZEE
2 0.87% NH,CliRA344 5 10 £ 20 48 » F 4 3RIEM  H
KA 3,000 rpm &0 10 548 0 H ERIR © RE AN 2 mlTNE LR &
Birahifmis EMN-20CTAHKR2 24 BN ASCTTFARSE 105

2.6 b3 ba B2 R

/e 50 ul proteinase K( 10 mg/ml) $2 40 pl collagenase ~ 30 ul 10% SDS

( Sodium dodecyl sulfate » SDS) » E# 45°C g Z ki FKiaE ) 16
/J\ H%— o

3.4 B 4 DNA 2 B !

M HAE AR 12 R EX m R FR A E#HE phenol Fo
chloroform (chloroform 4% 1/25 g # % isoamyl alcohol) & FER—
X R WA 3,000 rpm #0010 548 0 RIRERB IR E3F 10 ml 3
'Q,"eé:‘ o
4.DNA Z U & ¢

AP ERREREE > AN EE KB (isopropanol)) &R 84k 1/10
Z 3MCH;COONa (pHS5.2) #é8ds F TR#EGESE - FRHRF0Y
A E 23 DNA REAE - HEKRZ DNA 4y » A 70% KiEH

L 128H #*79HE



FRBBEANLSMLEECE T U AR H X3tk DNA» 75 DNA
DB EANBEZRAERTA BEASCHERERFTEEA-
5ONAZ X E :

B 4 pl Z DNA JE&AnA 396 ul Wi E8FA » RAEL G
( spectrophotometer )| & 14 & DNA 2B B & k¥ A 260 nm 3| &>
3224k OD 14 - DNA & & 1% » LARHE X 8T K4 DNA REAE A
50 ng/ul » 4847 PCRZ A o
6.PCR 3% 74 :

BRO2mLiREZ M eE  RAFMATHRES : 10XPCR REL
3% ~ 2 2.5 mM dNTPs (dATP ~ dTTP ~ dCTP & dGTP)~ 1 puM 2 3| F
# ~ 0.2 UDNA % 488 & 50 ng/pl A B 48 DNA > BUsk B & 8 T K¢ 38
HELEE 15 pb RERSKEAZ LA KR TEY#C AR
GeneAmp® PCR system 2700 (Applied Biosystems, Singapore) i#47
RAOMmEHGRE -

7.38 A5 #2888 (agarose gel) ik :

R 3uPCR ZHBEH THIRS  LEN 3% B EBRBMILA -
TkEAF A 100 RAF TR - 85 A 30 548 - TABR I R RENE
1t 4% (ethidium bromide » EtBr) A& F 30 048 » BN UV & L 34
B L RS R BB ATELE DNA IR 75 #3045 6 DNA R T AR AR 38 74 -

8.PCR iz &1t :

ST 0.2 U %88 sty EgFe 0.5 U Shrimp alkaline phosphatase, SAP
B2 A LULPCR 24989 0.2 ML X A B4 » B RBBHRS
2L ¥ 37°C3e 44 PAER 12 10% > A 75C 15 B &
K& BRHAKE -

O.MAF P RIE -

KB TARER PIEFE A TNF-a~IL6~ IL10~ IL18 2 45 % » B A A £
BRRE ENBIHFCHELRZARSHXBKEN » BRFEMSA7T15
Heyd K % B E RS 3k EPI FEHFRLIOUM HEHA -
B EliEREAbRITBE 2 PCR A4 oA FERBAEER
JE & 4R B A 1 uM ~ SNaPshot™ Multiplex Ready Reaction Mix {# 42 &
JEREAE A 3l 3842 R ik 0 BABCH P4 E.S o 7 GeneAmp'
PCR system 2700 ( Applied Biosystems, Singapore ) i#AT# 53R - RJE
AR 4o F > 96°C 10 #04% » 50°C5 #0438 & 60°C 30 £ 48 i 4T 25 18

£ 13H,H79EH



B AR AR RARREZ 4°C T2 oA 0.3 USAP # 37°C
AR PR 3/ BB 75°C1S péeEBE k75 > EMNKLE -
10. & it £ ta & Bk BT S 047 ¢
R 09uL # A % & 4 & 9.25uL HiDi ™ formamide A 0.1uL
GeneScan"™-120 LIZ™ size standard % 2414 L B $1it £ % Tk
( Applied Biosystems, CA, USA) #-# 50 4-4% > GeneScan ™ 3.7
application software ( Applied Biosystems, USA) ## - GeneScan'"-120
LIZ™ size standard ¢.3% AEAEE LIZ™ 6 B 56 B B 5% 4 152025~
35-50-62-80~110 & 120 bp’ % GeneScan ™ 3.7 application software
HH B B A% &k % o SNaPshot'™ Multiplex Ready Reaction Mix ¥ &
ddATP 42 & dR6G LA kB8 4785 A 4k &, > ddCTP 42 & dTAMRA™ 1L 8k
ROV FARE » dIGTP £ dR110 KB H M AE & > dATTP
2% dROX™ A SR BE A7 85 By dr &,

=~ B R
(—) R&RR3 - MR E > AN RBAaakHRReg -

(=) FmEh AT WA Spraque-Dawley X & & > 4 £ 4 250-300 gm
Z R o BAMRRA T AR BEMM 200-250 gm 2 F £ KN
B Po ik TEEEMEBE 8], (Principles of laboratory animal
care)/i2EHRHER - A58 12 AR MAHERGa A A#@
THENBERBEES  HELZAHEMNRKG - BET RiB
FORREEMBENEREIT BREIASHFSHES L2 10 AX
Ak - ARETRBEREZHGMTREE N AEERGETHIT -

(Z) B A KPP BrE/x 441354 (Catheterization implantation) : X
REBTERATAER 8/ N6F > #2514 > AT & (ether) FhEF - fik
Bt RSB E  BEwRE T2 sl & 0 44 L F 4R
T PR HERTEETE R GAERN 37.5°C ~38.0°C - AR
HBEXATFTORMEARD LEARHRYELEE  FARFE
ZHBEEF EFLHRMUARKK - EREVRADEHNR °

(57-58) .

(m) FEAEIH B G R ZERBRE
BRFATE-_THFRRERAMZ AR IB BB F -
fof - HE kAR BRANEMRLEMERTH  LARSHR
REZHRH R GMP #HL PR Eb B4 B AEZ BIE o HE
AHLPEBBAELRIEL 6 \FLTAAREEEZIHEI GRS

£ 148 #7198



HEARGUHNROERRFETR  @EXFIRE URAKS
HAaEaRMAFAZIHE -

BREGEREHN R AFEZIRT 132 82854 44 4]
8 (n=8) 4B mHBE (n=8) BAMKEE (n=8) URETEYH
B (n=8) - AEMIAATORMAFAARBTE FHATLEaERA
B R B IkIR 0.5 cc otk AR b E AT X A B E - F 4514 6 [NBF S H L F
BT EY MW EIRRNE 6912 [ BFFRALEL AR
o~ Ok A K Iad 0.5c¢cc-

(R) LBHROBZPE 2 chart B E4ELRNLBK - HRFRF
(Sampling rate) % 400 Hz » B B 0545 5 458 4 32 &5k B F 0948 5
BARHRGEL T SBRLHEL THRABBRBBR I HME
B0 Mg Chart X LR ey Sk n BAFR A 788 0 &
Labview #3547 42 X LB R AR RS Ik o B IK - @A n 8 E 7T
ek RHE—SAkE X R KME (BF A% peak value) » A K
B—Ekik 2 &/ ME (Bp A 2844 valley value) » Bpéesk B EhAkik 2
Sk 45 B (SBP) L $hAk4F5&/E (DBP) » it 4% fn B $8 3k A O Bkt
18 - (58)

(%) g E BB HRE 3 10 cc hREANS EDTA &
heparin % Huit B ¢ A ALRE > SLBPE 2 AR A8k (B iR & 1500
RPM - .o BF R} 10 448) 8B IR E 2 B H -80°C s k86847
iR SRR E T RE— AR F o

() ®@mpesikm# (cytokine assay) : #| A ELISA 547 & & tm B & -
WA EWZHABRESRIINE AMEREZLCEHME ALY
BEMeyERE o 22 S (standards) &AM AK (samples) Ao%]
B RTRBNGIRREITES AR ALLSWNMEZE » B
ANEAHEMHLE (enzyme-linked polyclonal antibody) @ & ¥ ik
BREASBGE Y o e AR E x5k (substrate solution) £ FF 5 s &4 2R
bERZsmbaENERLEL  RAKILERERE » BITRAE
ZRHE REKITEHF I A CTERAEBLREZIALEGR

(standard curve)» BRFF R BRRME @B FORE - T3
{EIEIL6 ~ IL10 AT HF © (59-73)
() FHEARFHNATERMAREZIBE
AR A TR EE AN BARLERAERRE LN EZE ' #d X
FlRE& G R FHANBITE S K% # A string test o 3000
rpm RRBECTRELARFENAEE L AR R %8

BISHE X798



BoyA S mz g RN37) -
BRAEORFEAFANAYMBAEASRAOER £ GBEEREA
96 FL&y PVC % & A& ¥ (TPP 96 flat) X 5 Mt AE 77 < IRIBXBRAT T K
RS ER(38) ABMERL FHILA T LE L 0.109 mg/ml &9 Afata
A&k B} & (human extracellular matrix , HECM)(39) - #% 100 £4 # &4 4=
HitkRr (ASBEEEZAETUAR 10 2HBANBREAR)
AOANFUR A 37 B B304 48 N UA A M AR - h K
Btk E AR 200 445 PBS F AR RME RN ILEZ AR E
B BEHMEILEMR 200 246 01%4 B EN TR P32k 15 o
SEBITRGE  MEPARVER LA FETRKETHRGFR - &
BARE R TR EBG LM R 200 2LH & BAF BATIEAI L
Kk & 550 P ey AT E E/RA -

M~ Bt oA
R FAEAE A SPSS 12.04u3t AT 888 > AT A AT & R L P<0.05
ATREASKRITLEBE  EROSMH I ELT
— ~ ABEARETHY A A £8 85 H (Mann-Whitney test) o
=& A £8 3 5 M (Mann-Whitney test)tb 32 775 48 $1 76 v 48 2 P 4m BRI
R AT S RAPACHE Y £ £ -
=~ {8 A B E 4738 8% 5 #7 (Logistic Regression analysis) fa gt & & ~ O
& 2B RAPACHE Il % e 2 AR -
™9 ~ {& A #8383 §% 5 # (Multiple Linear Regression analysis) #mfa & R M B
A%~ ofd L8R APACHE Il 138t 487% 7% 8% i (survival time)Z
A8 R AT o
2~ RBRFEFBEANLEAZE » 48 A F R E(Chi - square test) > 547 ik
EREZFEBER FIFFNRERDERBM DMK LEREDS
ZPREAFRZLZE  URASHAFT@ARLTARARALTBE
AEHEER -
X~ AR A R B 5 (Mann-Whitney test) » 483 ba f itk & R R F B3k
Az 48 B ME 5 AT o
+ -~ BdgE K BFAE IS
(=) R—BAFEEE M % Erbiik (two way ANOVA) Rk 5 4a i
MEAGEFARCHANAR R EZ TER -
AN~ B g K A TR A 80615
(—) # A E B (Kaplan-Meier survival curve) & Z x4l - HB| S
HURBRE ERZIFENZA > HE A Log Rank test RBITIR T -
(=) MBRERENEAARBFHM T EER T E SIS -

£ 16 H, X798



X
— ~BERREHAR
(=) 5 &E

T MNKRRBEET S IR RBEREY KRR TR AT
#I% - Bk (BERs) Atd  AVEATERYRGRAB0E 0 B
CiE63A BHEARAMITMEMKEE I00A > o B EARAEZIBRE
OB AEEROUETRE  FHTIOA -

B AT A A T A B 48 DNA 4R A2 2 4h A4 62 fir o

RAREDNAZ XA ETF

B —PCR¥#4Z2#DNAH % % € APCR¥ AR HDNAK &

ﬁ%ﬁ%ﬂ%%%ﬂé%ﬁ& BB R EABTAMA &

@%&4&.0&%% g%&MPCRé%
AR SNPsm 4 ® iE*?éz”(SNPsﬁL i
i—%%ﬂ&& §§iéﬁﬂ&ﬁ
8 BHitLtmBT EAMEM W BHitttafT T ARKM W
AR A2 B

[EY
Y
o
—
(o))
s
3!
N
W
@
[
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A AR IE Watanabe et al. (2005) #2 Terry et al. (2000) # %k Z X
BX > #] A GeneBank accession number: rs1800795, rs1800797 A IL-6 %45 /- 7|
W Hwik PCR 3] F (IL-6-F2 %1 IL-6-R2 » IL-6 G-174C-F1 # IL-6
G-174C-R1) (& 1) A H A » %A 129bp (B 2) $£2 109 bp (B 3)°
MR i IL-6-F2 #2 IL-6 G-174C-R1 ﬁgfﬁz;% EFX PCR A4 S05bp (B 4) - 3%
% &KX PCR AL R RHETHBMHILE L BsrBl IREIES 1 E) - B RSB 2 T ok
AT IL6G-572C AR A 547 B4 505bp | & A CCARA & A 505 bp-
450 bp % 55 bp B & A GC A EA » 450 bp #o 55 bp — B & # A GG A H
B (BS) F—F@FAEEEHILS XL PCR AL BITE—HFFIK
ﬂg °
I IL6 3 E 2 S05bp R E0MEHRRAAGHERA B S5
MEBAAEGHERC-FASAMMERIES G EERC 293kt =% SNP
R M3 F IL-6 G-596A-r1 ( R @&t A C/T) IL-6-R1 (R™&3t A C/G)
#OIL-6 G-174Cr1 (R &% 4 C/G) BBE—MAEHREHL » IL6
G-596A-r1~IL-6-R1 $1 IL-6 G-174C-r1 = I3 €3 LS SNP Z B R E &2
ddNTPs - [ 6 18 7 A4 B #//t £4a % T k& GeneScan LB &R
4% IL-6 G-596A 2 GG AR A A + ddCTP £ 4 2 &,%% » £ 40 A pi b B
%’-é‘y NAEER P IS IR GA S AA ELEA! - IL-6 G-572C 2 GG A B A A
L ddCTP 2 A 2 & 4% GC AR M A F eF4E b ddCTP 1 ddGTP 2 A B E R
Bo ks CCARAMAR L dIGTP # 4 & &, 4% - IL-6 G-174C 2 GG X B
A AL dICTP A4 2 &% % GC AR A AR 65 F ddCTP £ ddGTP £ 4
ZEREGKRE A O ULEEEAOIMERTELER CCRRAR -
BRET ABE—UFFEET A IL6 A E A Fok PCR-RFLP k2 B X B R
A8 o

F18H 79 H



% 1. AREARA 242 PCR 5| F /47

Candidate gene* PCR primer sequence (5°—3’) Amplicon size (bp)
TNF-a TNF-a G-308A-F1 ctcaggactcaacacagctt 183
TNF-a G-308A-R1 tctggaggaagcggtagtgg
IL-6-F2 gcecttgaagtaactgcacga
2
IL-6 IL-6-R2 ccaagcctgggattatgaag 129
1L-6 IL-6 G-174C-F1 gggctgattggaaaccttat 109
IL-6 G-174C-R1 ctggaggctgaaccccgtec
IL-10 IL-10 G-1082A-F2 gatgagtgatttgccctgac 473
1L-10 G-1082A-R1 gcttctgtggctggagtcta
IL-18 IL-18 G-607T-F2 tcattcaggacttcecectte 193
1L-18 G-607T-R2 ctgttgcagaaagtgtaaaaattatta
IL-18 IL-18 G-137C-F1 gagccccaacttttacggaagaaaa 264
1L-18 G-137C-R2 aggagggcaaaatgcactgg
IL-18 IL-18-F1 cctctccccaagettacttt 676
IL-18-R1 ggggagagaatgaggaagaa
& 2. ARARA 54 2 SNP 2844 3| F 77
Ca;:::f te SNP-specific primer (5°—3’) ° Length(bp)
TNF-a
TNF-a G-308A-rl ctggaggctgaacccegtcee 20
TNF-a TNF-a tttgtgtgt t t t 36
G-308A-12 a gtgtgtaggaccctggaggctgaaccccgtce
IL-6 IL-6 G-596A-r1 ggctgttgtagaactgcctggcca 24
IL-6 IL-6-R1 gttctggctctccctgtgag 20
IL-6 IL-6 G-174C-rl gattgtgcaatgtgacgtcctttagcat 28
IL-10 IL-10 ttactttcctcttacctatccctactt 32
G-1082A-r1 cttac cctettacctatecectacttccce
IL-18 IL-18 tgtt tgtaaaaattatt 27
G-607T-R2 ctgttgcagaaagtgtaaaaattatta
IL-18 IL-18 tttt 25
G-137C-F1 gagccccaac acggaagaaaa

B 19H, H 79 H



1 GCCTTGAAGTAACTGCACGAAATTTGAGGQTGGCCAGGCAGTTCTACAAC] 50

IL-6-F2 > A +—H=6-6G-596A-r1

51 [RGCOECTCACAGGGAGAGCCAGAACACAGAAGAACTCAGATGACTGGTAG 100

101

151 GAAACTCAGTTCAGAACATCTTTGGTTTTTACAAATACAAATTAACTGGA 200

201
251
301
351
401
451

501

B 1. AIL-6 XA A% (GenBank accession number: rs1800795, rs1800797 )
B PCR~ 344 5| F3&3t - B E 7 A5 FMLE - wiEIR 5 BiEA 3| F

C 4+—H-6RI
TATTACCTTCTTCATAATCCCAGGCTTGGGGGGCTGCGATGGAGTCAGAG 150
+— U -6-R2

ACGCTAAATTCTAGCCTGTTAATCTGGTCACTGARARAAAATTTTTTTTT 250
TTTCAAAAAACATAGCTTTAGCTTATTTTTTTTCTCTTTGTARRACTTCG 300
TGCATGACTTCAGCTTTACTCTTTGTCAAGACATGCCARAGTGCTGAGTC 350
ACTAATAAAAGAAAAAAAGAAAGTAAAGGAAGAGTGGTTCTGCTTCTTAG 400
IL-6 G-174C-F1

CGCTAGCCTCAATGACGACCTAAGCTGCACTTTTCCCCCTAGTTGTGTCT 450
TGCGATGCTARAGGACGTCACATTGCACAATCTTAATAAGGTTTCCAATC 500

C = I1.-6.G-174C-rl <

«

AGCCC 505
IL-6 G-174C-R1

E - BRREHE WA -

F20H8 H9E



1000 bp
500 tr-b

129 bp

[L‘,[ KI’E .‘?, 2 - E 1 | <1 :# i)
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L
| y 10 } y |
+ ]
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1000 l)p

500 bp

109 bp

B 3. iz BF K E 4 DNA LA IL-6 G-174C 5] F# 47 PCR 3% 7 » AFAF A 4D
(109 bp ) = &k [H

£ 28R #HM9A



1000 bp
500 bp

B 4 pidosi &2 A A 4 DNA 2L IL-6-F2 & IL-6 G-174C-R1 3| F ¥} it 47 PCR 3¥
W PriF A4 (505bp) =& kB

¥ 23 H H 79 H



1000 bp

505 bp

500 bp 450 bp

5 5 b p

B 5. pdnyE BFILE A DNA 24 IL-6-F2 & IL-6 G-174C-R1 5| F ¥ # 47 PCR
WA o prA A4 (505 bp) LA BsrBI M) B+ %] 1 A 4% 2 & ok ) &
£ - GG A : 450 bp, 55 bp ; GC #! : 505 bp, 450 bp, 55 bp : CC & : 505
bp

B 28 H 798



_I(.-\) IL-6 G-372C genotvpe: GG_; _

L SRR

IL-6 G-396A genotype: GG

3

L6 IL6
G-572C G;596A
cc cc
25bp

15bp

20bp

GCoIL6 3063 gantype

IL-6 IL-6
G-572CG-596A

i
i

35bp
Vg . - o N
o, 3 IINARST Y LR SEngs e Al
_‘Q) IL 3 (_x- 72C genot\ pe: CC IL ¢ G-396A genotype: GG -
IR "
- G-572CG-596A
o GG CC
] 15bp  20bp  25bp 35bp

B 6. FRAMAFIH

& AT
G-572C:GG %4, G-596A:GG #¥; (B) G-572C:GC #!, G-596A:GG #!; (C)
G-572C:CC #!, G-596A:GG #! -

e B IL-6

2 H H79E

ARz ARAHH o (A)



MIL -6.G-174C genotype: C

1 15bp 20bp 25bp

i

..

L cc
1 35bp
I

‘ a i !
Dol f\ ¥[K A A /\L,

50bp

A

worreel 17 - r:)a
prideeety m (e} _pu..m.-a ey et

I3 Dow. 3
i1 100 : AP WO

eyl 77
NN TAC R0 Sk ¢ AP R ¢ 1

G
B IL-6 (r—l 4£ Qenotﬂ)e GC .

8 - o

. CcG

1 15bp 20bp 25bp 35bp

:

| w)]
A
| A N A

IR Yevew)

50 bp |

A

R i , 000 1 D4 tsa 7 > ' l IE 161 ot ’ I
1 1Y Sevmenlol s o0 1Ta0b 04 112 w a--«uun,,m D RS ,wmuu-o— s
1 POR IO, A T4, 8 0 taie b tain 342 -

B 7. # A M &ﬁﬁﬁmﬁ %lb
G-174C:GG #!; (B) G-174C:GC #! -

F 2w H, X779EHE

Elz%lili”\*ﬁ (A)



2. PitnE BFIL-6 ARA AT A KRR 5

DB PE AT 40 ik e B IL-6 AR A BT A RRIEE 0 - &
R BT 0 4 IL-6 G-596A R 3 GG ABA > [L-6 G-572C =—#& & A A 5 e
B IL-6G-174C RIMA GC A BAE % » B& CCARA (£3); i
IL-6 Y3845 R R ERIF TR AR L&) 5 E% BB 3HIT > 42 IL-6 G-596A 2 4
RBET 4458427088 MIL-6G572C 2 & 28T A % A K4
%%%ﬁﬁzﬁ%mi%HJGqMC%ﬁ@%ﬂ%ﬁ%%%%ﬁ%ﬁ%ﬁ
1o B E BB RRRERATBEER IL-6GST2C 4 CE £
BE— Kb IL-10 R84 BHBA > B o mAﬁéﬁﬂm&
EEEGIL-6G-17T4C P AE GRXA AR EFHETESNELE CIHEAR
EE - LFXERIEH IL-6 G-174C 25 G XA AR ELHF TR ENE
H C X2 AR EE (Schluteretal., 2002) - KX By 45 £ #1 Bennermo et al.
(2004) A Schluteretal. (2003) Z % R48%F o

%3 b EFI6 ARZARNAISARAR

SNP N? Genotype Allele
GG GA AA G A
IL-6 G-596A 62
1.000(62) 0.000(g) 0.000,q) 1.000 0.000
GG GC cC G C
IL-6 G-572C 62
0.403;25y 0.274(177 0.323(3y 0.540  0.460
GG GC cC G C
IL-6 G-174C 62

04685 0.5323;  0.000p  0.734  0.266

IN: number of samples

F£ 278 198



(=) IL-10 £ B & 547

1. REIFIOARZ 5 &M

A EMRIE Atan et al. (2005) £ A7 IL-10 B8 F & 55 $-1082 L B
&9 GOA % 2 » #] A GeneBank accession number: rs1800896 A IL-10 % 4% 5
5]3% 3 = 4% PCR 3] F (IL-10 G-1082A-F2 1 IL-10 G-1082A-R1) (% 1) ¥
BEMAA73bp (B 9) - FIABEEHILY XL PCR EM L BITE — A
5| RJE

RIFIL-103%8 55 2 473 bp R H 34140 8 A G % & i A 3%3F SNP
HE M3 F IL-10 G-1082Arl (R 3% A C/T) » BBE —MAFFREHE -
IL-10 G-1082A-r1 z 3'3% €4 b #2 SNP Z 48 B R F) & 82 ddNTPs - [ 10 4
# A B #ibLia® Tk GeneScan RE LR - 15 GA AR A A F) iz
L ddCTP 1 ddTTP A A B & Réc o, k% AA AR A A3 F ddTTP £ A 4 &,
B A0 E B ERT LR LR G ARA -

£ 228 X779 H



1 GATGAGTGATTTGCCCTGACTATAGAGTGGCAGGGCCAAGGCAGAGCCCA 50
IL-10 G-1082A-F2 _—

51 GGCCTCCTGCACCTAGGTCAGTGTTCCTCCCAGTTACAGTCTAAACTGGA 100
101 ATGGCAGGCAAAGCCCCTGTGGAAGGGGAAGGTGAAGCTCAAATCAAAGC 150
151 TCNNCCAGAGACTTTCCAGATATCTGAAGAAGTCCTGATGTCACTGCCCC 200
201 GGTCCTTCCCCAGGTAGAGCAACACTCCTCGCCGCAACCCAACTGGCTCT 250
251 CCTTACTTTCTACACACACACACACACACACACACACACACACACACACA 300

301 CACACAAATCCAAGACAACACTACTAAGGCTTCTTTGGGAE]GGGGAAGTE] 350
A

351 IGGGATAGGTAAGAGGAAAGTAAG{GGACCTCCTATCCAGCCTCCATGGAAT 400
< IL-10 G-1082A-r1

401 CCTGACTTCTTTTCCTTGTTATTTCAACTTCTTCCACCCCATCTTTTAAA 450

451 CTTTAGACTCCAGCCACAGAAGC 473

+— IL-10 G-1082A-R1

B 8. A IL-10 X B 5 %] ( GenBank accession number: rs1800896 ) % PCR ~
ARG FRI - BB, AT] FMAE - WAES S AEMNT] FME -
RGHEBHEERKE -

$ 29 H, #7198



473 bp

9. BifnyE B% A H 4 DNA 2L IL-10 3] F i 47 PCR ¥ 74 Ar4% A (473 bp)
Z EkE -

E30wHE,X9E



(A) IL-10 G-1082A genotype: GA

[ e P [ g ey
e
etz
5% .}
s

15bp 20bp 25bp 50 bp 62bp

ST O AN :
70 sowstome.
frgimetituiotes ;
- B — U, -

“oad.d

15bp  20bp 25bp 50 bp 62bp'

Lo A A A eV | A |

Tl OB . OF (DORRrHIFEL, D07 HU 0. V02 i 4 B7 195 7 Fho R 1T ot 7
- v 0¥ WXL ’
- 280, WS AL 07,140 0. 258, -

B 10. #FIAMAFFF T aEEEZ ILL10 AR AR 547 - (A)
G-1082A:GA #; (B) G-1082A:AA 7! o

$31H, K798



2. PdngE B IL-10 AR A H K RBAE

USR5 ik 4T 40 g & IL-10 AR A BRI B ARIAR 47 o
“RaET A RXRRAES (K4) dNAXEARAMA B AE IL-10 &
ABRE > MILIORERSE R ERAELE » TRARAARILHEBEF 1R
BBAENEBLBREIEETR hith A XFAFEEFLES - &F K
R EAGRERANESL > ¢AFAIZILIONERE AARS K G
f A XA R AR €SB E IL-10 69 % 3, ¥ (Atan et al., 2005; Lech-Maranda
etal,2004) M AE BE IARRBRBRAZBN -

k4 HazEEF ILI0 RN AR EIBA KRR

X Genotype Allele
N
GG GA AA G A
62 0.000yg) 0.1295, 0.871(s49) 0.065 0.935

IN: number of samples

£32H 19 E



Z o MRABERBREEE ARANEZRBHMESH
%k 5 MAHABERBERIELZ ARG ERZAHM

1

Sex
Clinical observation parameters Male (mean%SD) Female (meanSD) P value®
Age (yr) 71.74 £ 14.07 ¢35/ 77.57+ 9.64 2
Weight (kg) 56.38 £ 8.44 (3 51.13 £ 9.45 (35 <0.05
Diagnosis (n, septic shock/ severe sepsis) 30/5 21717
Outcome (n, non-survival/ survival) 16/19 12/16
Survival day (day) 14.50 = 15.98 (45 10.83 £ 8.99 (13
APACHE 11 Score 32.60 £ 7.17 ;35 30.98 £ 7.42 (5
CV factor 3.00 £ 0.93 ;35 2.71 £ 1.41 (5
IL-6 (pg/ml) 2924.38 £ 4312.07 (33 2203.87 £ 4087.45 (36)
IL-10 (pg/ml) 370.40 + 550.35 (55 256.34 + 406.02 (25
gﬁﬁ% (%) 71 (25) 71 (20)
B (%) 46 (16) 50 (14
53% (%) 31y 29 5
RE (%) 74 (26) 89 (25
LUE (%) 3 14 (4
B (%) 93 4
BEHE (%) 49 47 57 ae)
White blood cell (U/ul) 16340.86 + 7610.75 (35) 23790.71 + 11565.86 (55 <0.01
Hemoglobin (g/dl) 10.45 £ 2.00 (35 11.02 £2.30 35
Platelate (1000 U/ul) 281.66 + 162.28 (35, 250.33 £ 113.66 (27
GOT (U/) 81.87 £ 62.54 (23 53.46 +£39.53 (13,
GPT (U/l) 45.88 +36.13 (56 33.35+25.97 2
BUN (mg/dl) 56.06+ 36.30 55 68.39 = 34.35 (1)
Creatinine (mg/dl) 3.11 £3.40 55 2.42 £ 1.65 (23
pH 7.32+0.16 5 7.34 £ 0.13 3,
pCO, 35.71 £20.76 s 28.38 £ 12.57 (3
pO, 95.43 £ 53.14 ;5 103.52 £ 50.35 (56
HCO; 17.30 £ 5.97 35 15.91 £ 6.02 (3

£RBHE #£ME



Genotype survival rate (4§ )

Male (meantSD)

Female (meanSD)

p value®

TNF-a -308 GG survival rate

. . 0.556 (15/12) 0478 (11/12)
(survival/ non-survival)
TNF-a -308 GA survival rate
(survival/ non-survival)
IL-6 -174 GG survival rate 0.636 0.611
. . . 7 . 1
(survival/ non-survival) ) ()
. <0.05
IL-6 -174 GC survival rate
. . 0.478 (1312) 0.500 (s
(survival/ non-survival)
IL-6 -572 GG survival rate
. . 0.667 (4/3) 0.625 (10/5)
(survival/ non-survival)
IL-6 -572 GC survival rate
. . 0.545 (g5 0.333 20 <0.05
(survival/ non-survival)
IL-6 -572 CC survival rate
. . 0.429 (g3, 0.667 (42)
(survival/ non-survival)
IL-6 -596 GG survival rate
] i 0.529 (18116) 0.571 ez
(survival/ non-survival)
IL-10 -1082 GA survival rate
. . 0.167 1/5) 0.500 a1y
(survival/ non-survival)
IL-10 -1082 AA survival rate
. ' 0.607 (1711 0.577 smy
(survival/ non-survival)
IL-18 -137 GG survival rate
. . 0.533 (g 0.550 (1)
(survival/ non-survival)
. <0.05
IL-18 -137 GC survival rate
. . 0.526 (10p) 0.625 (513
(survival/ non-survival)
IL-18 -607 CC survival rate
. . 0.429 3/4) 0.667 6/3)
(survival/ non-survival)
IL-18 -607 CA survival rate
0.583 (14110 0.526 (109

(survival/ non-survival)
IL-18 -607 AA survival rate

(survival/ non-survival)

0.333 (i

! mean + standard error

“number of patients.

E3vE HMYE



k U nERERER

THABRARERER RAPGFERZ MMM

Severity of sepsis |

Clinical observation parameters Septic shock Severe sepsis 3
(meanSD) (meantSD) p value

Sex (n, male/ female) 30721 5/ 7

Age (yr) 74.39 £ 13.07 (5, 74.08 + 10.62 (13

Weight (kg) 54.63 % 9.69 (5, 51,58+ 6.71 1z

Outcome 26/25 2/10 <0.05

{n, non-survival/ survival)

Survival day (day) 12.69 = 13.71 ) 16.00 £ 11.00

APACHE 11 Score 31.84 £ 7.45 sy 31,92+ 6.76 (13)

CV factor 3.29 £ 0.46 (53 1.08 + 1.55 (13 <0.0001

IL-6 (pg/ml) 3185.28 +£4559.08 477 341.43+331.83 (15 <0.0001

IL-10 (pg/ml) 378.47 +532.50 (s 69.98 + 52.73 (1) <0.001

R (%) 71 6 75 (9

BE (%) 45 (23 58 ()

538 (%) 31 ) 25 )

RBE (%) 84 43 67 (3

15E (%) 10 (5) 0 (o) <0.05

EE (%) 6 3 8y

B (%) 57 9 33 @

White blood cell (U/ul) 19150.78 £ 10245.69 (s;;  21781.67 £ 10063.45 (15

Hemoglobin (g/dl) 10.58 £ 2.07 (53 11.21£2.43 (4,

Platelate (1000 U/ul) 273.92 + 152.10 (59 24342 +99.93 13

GOT (U/l) 76.78 + 58.36 3, 3025+ 8.35 4

GPT (U/l) 44.41 £ 35.01 3, 24.11 £ 9.85 5,

BUN (mg/dl) 59.30+ 35.74 40, 65.30 £ 37.09 (10,

Creatinine (mg/dl) 2.83£2.92 ) 2.67 +£2.08 (13

pH 7.33%0.14 49 7.35+0.17

pCO, 33.20 % 19.62 (s9) 30.08 £ 9.34 1)

pO, 94.95 = 47.83 (49) 114.92 £ 64.41 (13

HCO; 16.69 £ 6.26 (49, 16.78 + 5.01 ()

£33 H, X798



Septic shock Severe sepsis

Genotype survival rate (4§) p value®
(meaniSD) (meantSD)

TNF-a -308 GG survival rate

. . 0.450 (18/22) 0.800 (812)
(survival/ non-survival)
TNF-a -308 GA survival rate

. . 0.636 (7/4) 1.000 (1/0)
(survival/ non-survival)
IL-6 -174 GG survival rate

. . 0.524 (11/10) 0.875 1)
(survival/ non-survival)
IL-6 -174 GC survival rate

. . 0.467 (14/16) 0.667 @
(survival/ non-survival)
IL-6 -572 GG survival rate

. . 0.579 (11/8) 0.833 (5/1)
(survival/ non-survival)
IL-6 -572 GC survival rate

. . 0.400 (6/9) 1.000 (2/0)
(survival/ non-survival)
IL-6 -572 CC survival rate

) ) 0.471 (9, 0.667 1)
(survival/ non-survival)
IL-6 -596 GG survival rate

. . 0.490 (25/26) 0.818 512)
(survival/ non-survival)
IL-10 -1082 GA survival rate

. . 0.143 (6 1.000 (110
(survival/ non-survival)
IL-10 -1082 AA survival rate

. X 0.545 (24120) 0.800 82)
(survival/ non-survival)
IL-18 -137 GG survival rate

) ) 0.480 (12113 0.875 (7
(survival/ non-survival)
IL-18 -137 GC survival rate

] ) 0.500 (13113 0.667 1y
(survival/ non-survival)
1L-18 -607 CC survival rate

) ) 0.455 (ss6) 0.800 (411
(survival/ non-survival)
IL-18 -607 CA survival rate

. 3 0.514 (19/18) 0.833 /1)
(survival/ non-survival)
IL-18 -607 AA survival rate

0.333 1) -

(survival/ non-survival)

! mean + standard error.

“number of patients.

£33 85, X798



& 7. BAAHABKRERG ARAUBRZ MMM
| Outcome’

Clinical observation parameters Non-survival Survival 3
(meanSD) (meanSD) p value

Sex (n, male/ female) 16/12 19/16

Age (yr) 76.54 + 12.06 (25 72.57 + 12.81 35

Weight (kg) 54.51 +10.24 ) 53.67 £ 8.41 (35,

Diagnosis 262 25/10 <0.05

(n, septic shock/ severe sepsis)

Survival day (day) 12.93 £ 13.56 (23 -

APACHE 1l Score 34.54 £7.31 (35 29.71 £ 6.60 (35 <0.05

CV factor 3.14 £ 0.99 35 2.66 £ 1.26 3,

IL-6 (pg/ml)

5000.88 + 5449.10 (,5) 846.56 + 1378.22 (3, <0.0001

IL-10 (pg/ml) 496.41 + 602.53 ;5y  178.35+324.28 ;35  <0.05
RTEL (%) 64 (13 77 @7

BaE (%) 57 () 40 (19)

45324 (%) 36 (10 26 (g

R (%) 89 (25 74 (26

I1EE (%) 7 96

BEHE (%) 4 96

F%ﬁ (%) 82 (23) 29 (10) <0.0001
White blood cell (U/ul) 18911.07 £ 9326.12 55y  20244.57 = 10919.43 35,
Hemoglobin (g/dl) 10.67 %251 o) 10.73 + 1.82 s,

Platelate (1000 U/ul) 243.78 £ 159.09 (27 286.71 £ 128.07 (35,

GOT (U/l) 69.06  41.93 15, 74.17 £ 68.75 15

GPT (U/l) 38.75 % 21.39 (o) 4173 +39.20 g,

BUN (mg/dl) 72.82+ 4422 o, 50.82 + 24.03 g, <0.05
Creatinine (mg/dl) 3.20+£2.37 (3, 2.49 £ 3.03 ;35

pH 72740.15 o) 7.38+0.13 o4 <0.01
pCO, 35.48 + 23.02 ) 3029 + 12.46 )

pO, 96.76 + 53.94 ) 100.56  50.56 (3¢

HCO; 15.04 % 6.19 7, 18.03 % 5.56 )

B3wH, K9 H



Non-survival Survival

Genotype frequency (4§ ) (meansD) (mean:5D) p value®
TNF-a -308 GG (%) 48 4 52 a6
TNF-a -308 GA (%) 57.1 42.9
IL-6 -174 GG (%) 37.9 62.1 s,
IL-6 -174 GC (%) 51.5 1) 48.5 46
IL-6 -572 GG (%) 36 64 16
IL-6 -572 GC (%) 52.9 47.1 (5
IL-6 -572 CC (%) 50 (10) 50 (10)
IL-6 -596 GG (%) 45.2 o5, 54.8 34
IL-10 -1082 GA (%) 75 ) 25
IL-10 -1082 AA (%) 40.7 (ss, 59.3 )
IL-18 -137 GG (%) 42.4 4 57.6 1s)
IL-18 -137 GC (%) 48.3 51.7 us)
IL-18 -607 CC (%) 438 56.3 o)
IL-18 -607 CA (%) 44.2 5, 55.8 (24
IL-18 -607 AA (%) 66.7 ) 33.3

! mean + standard error.

“number of patients.
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k8 PREAMEK "RAof ) ABKBERERL ARVLFER2AMN
Diagnosis'
Clinical observation parameters Ao #E £ R 0% 3
(meanSD) (meanSD) P value
Sex (n, male/ female) 25/20 10/8
Age (yr) 74.00 £ 12.90 (45 75.17 + 11.92 (15
Weight (kg) 53.48 £ 9.40 45, 55.44 £ 8.81 15
Diagnosis
(n, septic shock/ severe sepsis) 369 153
Outcome (n, non-survival/ survival) 18/27 10/8
Survival day (day) 13.11 £ 12.72 (15 12.60 + 14.93 49,
APACHE 1II Score 3220+ 7.77 s 31.00 £ 5.98 (35
CV factor 2.89 + 1.10 s, 2.83 £ 1.34 (1,
IL-6 (pg/ml) 2477.08 £4205.52 4y 2927.51 % 4272.04 13
IL-10 (pg/ml) 288.65 £ 393.81 (45, 397.36 £ 678.58 (13,
B o (%) 64 (29) 6 (1) <0.0001
o 58 (%) 42 (19) 0 (0) <0.0001
R (%) 78 (35) 89 ¢
I1EE (%) 9 @ 6 1)
@@ (%) 7 3) 6 1)
ISR (%) 49 (3 61
White blood cell (U/ul) 20131.11 £ 11006.51 45y 18453.89 = 7988.11 (15,
Hemoglobin (g/dl) 10.54 £ 1.94 (45) 11.00 £ 2.58 (15
Platelate (1000 U/ul) 269.25 £ 142.19 (49 265.00 + 148.27 35
GOT (U/l) 76.09 + 61.05 () 64.57+£49.17 1)
GPT (U/1) 40.97 £ 31.74 33 39.33 £ 34.58 (15
BUN (mg/dl) 56.50+ 30.37 (34) 70.79 £ 46.21 (14
Creatinine (mg/dl) 2.86 £ 3.02 45 2.66 £ 2.06 (15
pH 735+ 0.15 43, 7.30£0.15 g,
pCO; 30.35 £ 16.62 (43, 37.94 +£20.27 35
pO, 98.62 + 51.92 (43, 99.50 % 52.59 5,
HCO; 16.38 % 6.06 (43, 17.48 £ 5.90 15,

£ 339EHE, H79H
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Genotype survival rate (4§) p value®
(meanSD) (meanSD)

TNF-a -308 GG survival rate

) _ 0.571 @ons) 0.400 (5/5)
(survival/ non-survival)
TNF-a -308 GA survival rate

] i 0.667 (613, 0.667 211y
(survival/ non-survival)
IL-6 -174 GG survival rate

. R 0.667 (14/7) 0.500 (4/4)
(survival/ non-survival)
IL-6 -174 GC survival rate

. . 0.522 211y 0.400 (416)
(survival/ non-survival)
IL-6 -572 GG survival rate

. . 0.619 (13/8) 0.750 31)
(survival/ non-survival)
IL-6 -572 GC survival rate

) ) 0.545 (/s 0.333 214
(survival/ non-survival)
IL-6 -572 CC survival rate

. . 0.583 (7/5) 0.375 3/5)
(survival/ non-survival)
IL-6 -596 GG survival rate

' . 0.591 (2618 0.444 )9
(survival/ non-survival)
1L-10 -1082 GA survival rate

) . 0.286 (2/5) 0.000 (0/1)
(survival/ non-survival) .
IL-10 -1082 AA survival rate

) . 0.649 (24/13) 0.471 (8/9)
(survival/ non-survival)
IL-18 -137 GG survival rate

' i 0.600 (1510 0.500 (414
(survival/ non-survival)
IL-18 -137 GC survival rate

i ) 0.579 (s 0.400 (415
(survival/ non-survival)
IL-18 -607 CC survival rate

) ) 0.571 (gs5) 0.500 ()
(survival/ non-survival)
IL-18 -607 CA survival rate

. A 0.607 Q7/11) 0.467 (7/8)
(survival/ non-survival)
IL-18 -607 AA survival rate

0.500 (1) 0.000 (o)

(survival/ non-survival)

! mean + standard error.

number of patients.

F4a40H H9HE



29 vEEA "B ABAREHEZ ARAGFERzAMK
Diagnosis'

Clinical observation parameters Bo#E B2 o8 3
(meanxSD) (meantSD) p value

Sex (n, male/ female) 16/14 19/14

Age (yr) 76.17 = 13.25 (30 72.67 + 11.81 (33

Weight (kg) 52.00 + 8.74 39 55.91£9.36 33

Diagnosis

(n, septic shock/ severe sepsis) 21 28

Outcome (n, non-survival/ survival) 16/14 12/11

Survival day (day) 12.69 £ 12.27 44 13.25 £ 15.10 3y

APACHE Il Score 34.53 +7.40 3 29.42 + 6.35 33 <0.01

CV factor 2.87 £ 1.12 (39 2.88 +1.22 (35

IL-6 (pg/ml) 3412.76 £ 483532 55y 1878.97 = 3437.36 3y,

IL-10 (pg/ml) 356.43 £ 413.51 (5 286.33 + 556.29 33

R (%) 97 (29) 48 (1¢) <0.0001

fn 553 (%) 47 (14) 15 (5) <0.01

KE (%) 77 (23) 85 (28

I (%) 7@ 9 &)

l%«@% (%) 3 ) 9 3)

FEEE (%) 60 (15) 45 (15)

White blood cell (U/ul) 18868.33 £ 8516.89 30y 20364.24 + 11579.65 (33,

Hemoglobin (g/dl) 10.81 + 1.99 (3 10.61 £2.29 (35

Platelate (1000 U/ul) 248.27 + 143.20 (3 286.53 £ 142.26 (3,

GOT (U/l) 72.53 £ 56.80 (15 70.95 £ 57.14

GPT (U) 36.50 £ 27.09 (3 43.46 £ 36.15 36

BUN (mg/dl) 53.35% 32.85 (33 66.59 £ 37.59 (27 <0.05

Creatinine (mg/dl) 2.51+2.00 (39 3.07 £ 3.31 33

pH 7.33 £ 0.16 (39 7.34£0.14 3

pCO, 32.07 + 18.84 59 33.10£ 17.35 gy

pO: 109.97 = 54.79 (39, 88.15+46.97 3y

HCO; 16.61 = 6.47 (3 16.80 + 5.58 (3,

a1 H H9E



T BESH

Genotype survival rate ( 4§) p value®
(meantSD) {(meantSD)

TNF-a -308 GG survival rate

. . 0.480 (12/13) 0.560 (14/11)
(survival/ non-survival)
TNF-a -308 GA survival rate

X . 0.400 13) 0.857 (6/1)
(survival/ non-survival)
IL-6 -174 GG survival rate

X . 0.545 (6/5) 0.667 (12/6)
(survival/ non-survival)
IL-6 -174 GC survival rate

. . 0.421 (8/11) 0571 (8/6)
(survival/ non-survival)
IL-6 -572 GG survival rate

. . 0.571 (8/6) 0.727 (8/3)
(survival/ non-survival)
IL-6 -572 GC survival rate

. . 0.375 3/5) 0.556 (5/4)
(survival/ non-survival)
IL-6 -572 CC survival rate

. . 0.375 3/5) 0.583 (715)
(survival/ non-survival)
IL-6 -596 GG survival rate

X . 0.467 (1416 0.625 (2012
(survival/ non-survival)
IL-10 -1082 GA survival rate

. . 0.167 Q/5) 0.500 any
(survival/ non-survival)
1L-10 -1082 AA survival rate

. ' 0.542 (1311 0.633 (o)
(survival/ non-survival)
IL-18 -137 GG survival rate

‘ ) 0.500 (o/5) 0.667 (1015)
(survival/ non-survival)
IL-18 -137 GC survival rate

. . 0417 m 0.588 10/7)
(survival/ non-survival)
IL-18 -607 CC survival rate

. . 0.500 (5/5) 0.667 “@n)
(survival/ non-survival)
IL-18 -607 CA survival rate

' ) 0.444 5110 0.640 (1619
(survival/ non-survival)
IL-18 -607 AA survival rate

0.500 (1) 0.000 (o)

(survival/ non-survival)

! mean + standard error.

“number of patients.

BaH H79E8



% 10. PBEA "hot ) ABRABRELER  ARVFERZ MK

Diagnosis'
Clinical observation parameters 5 83E & o 73k 3
(mean1SD) (meanSD) pvalue
Sex (n, male/ female) 11/8 24/20
Age (yr) 72.68 £ 13.92 (5) 75.05 £ 11.97 (49
Weight (kg) 54.18 £ 6.88 (1) 53.98 + 10.14 (4
Diagnosis
(n, septic shock/ severe sepsis) 167 3
Outcome (n, non-survival/ survival) 10/9 18/26
Survival day (day) 9.80 + 9.56 (19 14.67 + 15.06 (15
APACHE II Score 33.74 £ 6.62 (1) 31.05 £ 7.46 (1)
CV factor 3.11=0.85 (19 277+ 128 (4
IL-6 (pg/ml) 3469.06 = 4793.88 5  2286.05 £ 3951.80 (g3
IL-10 (pg/ml) 341.26 + 42627 (1, 310.40 £ 521.24 (o)
AaE (%) 100 (19) 59 (2¢) <0.0001
Ba# (%) 74 (14 36 (16) <0.01
REE (%) 79 (s 82 o)
1EE (%) 16 (3 50
BE (%) 0 (o) 9 ) <0.05
B (%) 58 a 50 22)
White blood cell (U/ul) 21856.32 £ 13612.51 19, 18700.00 = 8234.20 (44
Hemoglobin (g/dl) 10.24 £ 2.05 49 10.90 £ 2.17 (49
Platelate (1000 U/ul) 277.84+ 174.02 (19 263.67 + 12827 i3,
GOT (U/) 68.63 £ 62.69 (5, 72.46 £ 55.24 5,
GPT (UN) 33.82+21.22 () 42.51 +35.30 g5,
BUN (mg/dl) 56.79+ 24.97 s, 61.94 +39.49 3,
Creatinine (mg/dl) 2.46 = 1.43 4 2.95+£3.18 (4
pH 7.29 £ 0.16 19) 7.35+0.14 (13
pCO, 33.37£22.10 19 32.24 £ 15.96
pO; 94.45 + 58.49 (1, 100.88 = 48.84 15,
HCO; 15.18 % 6.54 1, 17.40 + 5.66 13,

Fa3HE H19H



o 7 Bhig 8 Ao 55 B

Genotype survival rate ( 4 ) p value®
(meantSD) (mean1SD)

TNF-a -308 GG survival rate

. X 0.467 (718) 0.543 (19/16)
(survival/ non-survival)
TNF-a -308 GA survival rate

) ] 0.500 (12 0.750 (1)
(survival/ non-survival)
IL-6 -174 GG survival rate

. X 0.444 (4/5) 0.700 (14/6)
(survival/ non-survival)
IL-6 -174 GC survival rate

i . 0500 (5/5) 0.478 1/12)
(survival/ non-survival)
IL-6 -572 GG survival rate

. R 0.500 (5/5) 0.733 (11/4)
(survival/ non-survival)
IL-6 -572 GC survival rate

. . 0.400 /3) 0.500 (6/6)
(survival/ non-survival)
IL-6 -572 CC survival rate

R . 0.500 @r) 0.500 (8/8)
(survival/ non-survival)
IL-6 -596 GG survival rate

. . 0.474 (9/10) 0.581 (25/18)
(survival/ non-survival)
IL-10 -1082 GA survival rate

) ) 0.000 (o/4) 0.500 (317
(survival/ non-survival)
IL-10 -1082 AA survival rate

. - 0.600 (9s6 0.590 (23116)
(survival/ non-survival)
1L-18 -137 GG survival rate

. . 0.545 (6/5) 0.591 (13/9)
(survival/ non-survival)
IL-18 -137 GC survival rate

X X 0.375 3/5) 0.571 12/9)
(survival/ non-survival)
1L-18 -607 CC survival rate

X . 0.571 (413) 0.556 (5/4)
(survival/ non-survival)
IL-18 -607 CA survival rate

] ) 0.400 (46, 0.606 (20113
(survival/ non-survival)
IL-18 -607 AA survival rate

0.500 [ 0.000 ©/1)

(survival/ non-survival)

! mean + standard error.

Znumber of patients.

a8 19 H



11 $REH "RAE ) ABRARBREER ARUSFER2 AN

Diagnosis'
Clinical observation parameters FE B 2 RE 3
(meantSD) (meantSD) pvalue
Sex (n, male/ female) 26/25 9/3
Age (yr) 76.27 £ 11.55 (51 66.08 £ 13.70 (y <0.05
Weight (kg) 53.96 £9.11 (53 54.40 £ 9.96 (13
Diagnosis
(n, septic shock/ severe sepsis) 8 Bia
Outcome(n, non-survival/ survival) 25726 3/9
Survival day (day) 13.00 + 13.89 (5 12.33 £ 10.40 3,
APACHE II Score 31.96 £ 7.05 sy 3142+ 8.39 (43
CV factor 2.88+1.13 (5y 2.83+1.34 (13
TNF-o (pg/ml) 54.51+ 57.53 3y 60.51 £ 51.66 ()
IL-6 (pg/ml) 2547.86 £4244.11 47y  2837.97+4164.81 (13
IL-8 (pg/ml) 428.16 + 686.15 (3 1057.26 + 1232.46 (5,
IL-10 (pg/ml) 304.42 £492.23 (s, 384.70 = 500.00 ()
1L-18 (pg/ml) 681.42 +337.84 3, 757.06 + 436.63 (o
RTEN (%) 69 3s) 83 (10
BoE (%) 45 23) 58 (7)
532 (%) 29 s 33 4
o % (%) 10 (5 00 <0.05
BREE (%) 40 7@
R (%) 65 (33) 00 <0.0001
White blood cell (U/ul) 20777.45+10237.82 (5;; 14868.33 + 8904.78 (1,
Hemoglobin (g/dl) 10.53 £2.26 (s 11.42 £ 1.41 (1,
Platelate (1000 U/ul) 273.28 £ 140.83 (59 246.08 £ 154.58 (15
GOT (U/) 73.60 = 57.31 3 61.67 £ 54.36
GPT (U1} 43.24 £ 34.64 (34 27.13+ 1537 5
BUN (mg/dl) 61.88+ 35.64 4y, 54.22 +£37.49
Creatinine (mg/dl) 2.59£1.91 (s5y 3.70£4.92 (5
pH 7.32£0.14 (4 7.38+0.18 13
pCO, 33.76 £ 19.02 49 27.83 £ 12.69 (12
pO, 99.97 + 47.96 () 94.42 + 66.28 (1
HCO; 16.85 + 5.89 (49 16.13 £ 6.56 (15

®as H H 79 EH



R AR

Genotype survival rate ( 4§) p value®
(meantSD) (meanSD)

TNF-a -308 GG survival rate

. A 0.476 (20/12) 0.750 62)
(survival/ non-survival)
TNF-a -308 GA survival rate

] . 0.625 (53 0.750 Gy
(survival/ non-survival)
IL-6 -174 GG survival rate

. . 0.591 (13/9) 0.714 (5/2)
(survival/ non-survival)
IL-6 -174 GC survival rate

) ) 0.429 (12116 0.800 ()
(survival/ non-survival)
1L-6 -572 GG survival rate

. ) 0.619 (13/8) 0.750 31
(survival/ non-survival)
IL-6 -572 GC survival rate

. A 0.333 (4/8) 0.800 [CH))
(survival/ non-survival)
IL-6 -572 CC survival rate

) ) 0.471 (g5 0.667 )
(survival/ non-survival)
IL-6 -596 GG survival rate

. . 0.500 (25/25) 0.750 9/3)
(survival/ non-survival)
IL-10 -1082 GA survival rate

) ] 0.286 (s 0.000 (/1)
(survival/ non-survival)
IL-10 -1082 AA survival rate

. B 0.535 (23/20) 0.818 (912)
(survival/ non-survival)
IL-18 -137 GG survival rate

) ) 0.519 (1413 0.833 sy
(survival/ non-survival)
IL-18 -137 GC survival rate

. . 0.478 11/12) 0.667 (4/2)
(survival/ non-survival)
IL-18 -607 CC survival rate

. . 0.538 (7/6) 0.667 2/1)
(survival/ non-survival)
IL-18 -607 CA survival rate

. . 0.500 1717) 0.778 12)
(survival/ non-survival)
IL-18 -607 AA survival rate

0.333 (1/2) -

(survival/ non-survival)

! mean + standard error.

“number of patients.

Ea H H 79 E



2 12 PEEAN "hE  ABRARRER ARAEEEZ MMM
Diagnosis'
Clinical observation parameters i E E- 3
(meantSD) (meantSD) p value
Sex (n, male/ female) 1/4 34/24
Age (yr) 70.60 + 13.98 5 74.66 % 12.46 (55,
Weight (kg) 55.80 + 11.24 (5, 53.89+ 9.17 (55,
Diagnosis 50 46/12 <0.001
(n, septic shock/ severe sepsis)
Outcome (n, non-survival/ survival) 2/3 26/32
Survival day (day) 3.50£2.50 3 13.65+13.795y  <0.05
APACHE Il Score 38.20£4.31 5 31.31+7.28 (sg) <0.05
CV factor 3.40 % 0.49 5, 2.83+ 121 (55
IL-6 (pg/ml) 690.15 + 461.861 (3) 2709.55 £ 4316.26 sy <0.01
IL-10 (pg/ml) 230.58 % 168.61 (5, 327.39 + 512.50 (5,
RTE (%) 80 (4 71 4y
BB (%) 40 (s) 48 (29)
M53# (%) 60 3 28 (16)
fE (%) 100 s 79 (1) <0.001
BE (%) 00 7 (3 <0.05
BZE (%) 40 3) 53 g1y
White blood cell (U/ul) 23112.00 + 8343.65 5y 19353.62 + 10358.32 (s,
Hemoglobin (g/dl) 9.16 £ 1.43 5 10.83 £2.16 (55
Platelate (1000 U/ul) 326.00 £ 126.57 (5, 262.93 + 144.32 (57,
GOT (U/l) 52.33 +22.40 73.36 + 42.29 33
GPT (UN) 21.00 £ 9.82 (4 4229+33.51 4y
BUN (mg/dl) 37.67+ 3.09 3 61.96 £36.74 4;) <0.001
Creatinine (mg/dl) 1.92 £ 0.65 (5 2.88 +2.88 (sg)
pH 7.21 £ 0.06 (5) 7.34 £ 0.15 5 <0.01
pCO, 24.80+9.15 (5 33.29 + 18.54 (s
pO; 69.32 + 37.45 (5 101.52 £ 52.43 (55,
HCO; 12.84 + 6.06 (5 17.05 + 5.91 (56

£ 47 H,H79E



, fo j 38 E-¥Y: .
Genotype survival rate (4&) p value
(meantSD) (meanSD)
TNF-a -308 GG survival rate
. R 0.500 (212) 0.522 (24/22)
(survival/ non-survival)
TNF-a -308 GA survival rate
) . 1.000 (1/0) 0.636 (714
(survival/ non-survival)
IL-6 -174 GG survival rate
_ ) 0.000 (o1 0.667 (13/9)
(survival/ non-survival)
IL-6 -174 GC survival rate
. i 1.000 (3/0) 0.433 1317)
(survival/ non-survival)
IL-6 -572 GG survival rate 0.500 0.667
N . . . 1
(survival/ non-survival) @) i
IL-6 -572 GC survival rate 1.000 0.438 0.05
. . . . 7 <0.
(survival/ non-survival) (40) )
IL-6 -572 CC survival rate 0.500
. . - . 10/10
(survival/ non-survival) (10120)
IL-6 -596 GG survival rate
. . 0.600 GR2) 0.544 (31126)
(survival/ non-survival)
IL-10 -1082 GA survival rate
i . 1.000 (1/0) 0.143 (1/6)
(survival/ non-survival)
1L-10 -1082 AA survival rate
' ) 0.500 (32 0.600 (3020
(survival/ non-survival)
1L-18 -137 GG survival rate
‘ ) 0.667 (10 0.567 (19113)
(survival/ non-survival)
IL-18 -137 GC survival rate
) ) 0.500 (11 0.519 (1an3)
(survival/ non-survival)
1L-18 -607 CC survival rate
. ‘ 0.000 ¢/1) 0.600 (5/6)
(survival/ non-survival)
IL-18 -607 CA survival rate
_ . 0.750 ) 0.538 ins)
(survival/ non-survival)
IL-18 -607 AA survival rate
- 0.333 (112

(survival/ non-survival)

! mean + standard error.

“number of patients.

$F 48 H H79ER



13 vEER TRE SBABREER  ARAUFEEZAMN

Diagnosis'
Clinical observation parameters £y ﬁ%‘ £ F—%E 3
(meantSD) (meantSD) p value
Sex (n, male/ female) 3/ 32/27
Age (yr) 82.50 £2.69 (4 73.78 £ 12.86 (s9) <0.01
Weight (kg) 52.75+5.93 (4 54.13 £ 9.45 (s9)
Diagnosis
(n, septic shock/ severe sepsis) ¥ i
Outcome (n, non-survival/ survival) 1/3 27/32
Survival day (day) 15.00 = 0.00 12.85+ 13.80 (27
APACHE II Score 30.00 £ 5.52 (4 31.98 % 7.42 (50
CV factor 275+ 1.09 4 2.88% 1.18 (s5)
TNF-a (pg/ml) 33.32% 17.56 58.37 % 58.54 (34,
IL-6 (pg/ml) 3141.70 £ 4887.62 4y  2567.97 £ 4175.15 (55,
IL-8 (pg/ml) 353.78 £287.43 4 593.70 £ 920.27 (36
IL-10 (pg/ml) 264.81 £ 192.46 (4 323.43 + 508.54 (s
IL-18 (pg/ml) 542.18 £ 393.09 (4 715.80 £ 356.19 (36
ROE (%) 75 @3 71 (a2
BB (%) 25 49 (29)
s (%) 0 (o) 32 (39) <0.0001
KE (%) 50 ) 83 )
g (%) 0 (o) 85 <0.05
[BEE (%) 50 @) 33 gy
White blood cell (U/ul) 14317.50 = 7468.60 4y 20013.56 + 10326.48 (5o,
Hemoglobin (g/dl) 10.80 + 1.31 (4 10.69 + 2.20 (s,
Platelate (1000 U/ul) 272.75 + 143.49 (4, 267.69 % 144.02 (53
GOT (U/1) 52.00 £ 0.00 (4 72.17 £57.71 355  <0.0001
GPT (U/1) 28.00 £ 0.00 (y) 40.71£33.01 4555 <0.0001
BUN (mg/dI) 58.00+ 37.84 4, 60.72 £ 35.93 g
Creatinine (mg/dl) 1.85+ 0.85 2.87 % 2.85 (50
pH 7.46 £ 0.13 ) 732+ 0.15 57,
pCO; 22.25 £ 4.87 () 33.32 £ 18.47 (5 <0.05
pO, 126.50 + 83.20 (4 96.94 + 48.62 (57
HCO; 15.50 £ 4.72 16.79 + 6.11 (s

$ 498 H9E



| mEE ey 3
Genotype survival rate ( 4§ ) p value
(meanSD) (meantSD)
TNF-a -308 GG survival rate
. . 0.750 (31 0.500 (2323)
(survival/ non-survival)
. <0.001
TNF-a -308 GA survival rate
. . - 0.667 (ga)
(survival/ non-survival)
IL-6 -174 GG survival rate
' ‘ 0.500 (/1) 0.630 (17110
(survival/ non-survival)
IL-6 -174 GC survival rate
. . 1.000 (2/0) 0.452 (14N17)
(survival/ non-survival)
IL-6 -572 GG survival rate
' ' 1.000 (110 0.625 (1519
(survival/ non-survival)
IL-6 -572 GC survival rate
. . 0.500 (/1 0.467 (7/8)
(survival/ non-survival)
IL-6 -572 CC survival rate
. ' 1.000 ;0 0.474 (9119
(survival/ non-survival)
IL-6 -596 GG survival rate
. R 0.750 @ 0.534 (3127)
(survival/ non-survival)
IL-10 -1082 GA survival rate
' . 1.000 (110 0.143 (16
(survival/ non-survival)
IL-10 -1082 AA survival rate
. . 0.667 o) 0.588 3021
(survival/ non-survival)
IL-18 -137 GG survival rate
. . - 0.576 (19/14)
(survival/ non-survival)
IL-18 -137 GC survival rate
_ . 1.000 31y 0.480 (12113
(survival/ non-survival)
IL-18 -607 CC survival rate
) ) - 0.563 (o17)
(survival/ non-survival)
1L-18 -607 CA survival rate
) . 0.750 any 0.538 i)
(survival/ non-survival)
IL-18 -607 AA survival rate
- 0.333 ap

(survival/ non-survival)

' mean = standard error.

number of patients.

E£s0BH,. #7798



%14 v8%Y "HE ABARESE ARUAEEZAMMS
Diagnosis'

Clinical observation parameters M E‘;‘{E BB 3
(meanSD) (meantSD) p value

Sex (n, male/ female) 17/16 18/12

Age (yr) 78.67 +10.78 (33)2 69.57 + 12.82 (3q) <0.01

Weight (kg) 54.04 £ 9.31 33 54.05 £ 9.24 (3

Diagnosis

(n, septic shock/ severe sepsis) 290 2218

Outcome 23/10 5/25 <0.0001

(n, non-survival/ survival)

Survival day (day) 12.96 £ 14.41 (3 12.80 £ 8.57 (5

APACHE II Score 32,79+ 7.52 33, 30.83 + 6.96 (3,

CV factor 3.09 £ 1.00 33, 2.63 £ 1.30 39

TNF-a (pg/ml) 48.52 + 38.00 (3 65.79 £+ 73.06 (17

1L-6 (pg/ml) 3566.99 + 4944.75 (50 1613.63 + 3027.21 (39

IL-8 (pg/ml) 513.58 = 775.92 (53, 645.64 + 1000.24 ;7

IL-10 (pg/ml) 391.80 + 555.00 (33 240.42 + 403.91 (39

1L-18 (pg/ml) 682.40 + 316.46 (53, 720.14 + 418.45 (7

RITEL (%) 67 (22 77 (23)

BoE (%) 55 ) 40 (12

M52 (%) 33y 27 5

FE (%) 100 (33) 60 (1) <0.0001

M&E (%) 6 2 10 )

B (%) 6 ) 7@

White blood cell (U/ul) 19253.33 £9152.37 355 20090.33 £ 11344.47 (5,

Hemoglobin (g/dl) 10.95 £ 2.41 3 10.43 £ 1.79 59,

Platelate (1000 U/ul) 243.84 £ 138.33 (3, 293.80 £ 145.43 (3

GOT (U/) 65.68 + 47.29 (15 78.24 £+ 65.56 (17

GPT (U/)) 41.27 £29.94 39.67 = 35.03 (29

BUN (mg/dl) 67.64 41.26 (5 53.36 = 28.32 (55,

Creatinine (mg/dl) 2.60 £2.07 33 3.02£3.38 (39

pH 730 % 0.15 3y 7.37+0.14

pCO, 36.56 + 22.30 (3, 28.21 £ 10.20 (3,

pO,2 97.49 + 52.66 (33 100.41 £ 51.47 (59

HCO; 16.58 + 6.32 (33 16.84 £ 5.70 29

Fs51H X798



Genotype survival rate (4% ) p value®
P (meantSD) (meanSD)

TNF-a -308 GG survival rate

. . 0.310 (9/20) 0.810 (17/4)
(survival/ non-survival)
TNF-a -308 GA survival rate

. . 0.250 (1/3) 0.875 )
(survival/ non-survival)
IL-6 -174 GG survival rate

. ' 0.250 ;319 0.882 (1512)
(survival/ non-survival)
1L-6 -174 GC survival rate

) ) 0.333 (719 0.750 (13
(survival/ non-survival)
IL-6 -572 GG survival rate

) ) 0.273 (35 0.929 (131
(survival/ non-survival)
IL-6 -572 GC survival rate

) ) 0.200 (25 0.857 6y
(survival/ non-survival)
IL-6 -572 CC survival rate

. . 0417 5/7) 0.625 (5/3)
(survival/ non-survival)
IL-6 -596 GG survival rate

. . 0.303 (10/23) 0.828 (24/5)
(survival/ non-survival)
IL-10 -1082 GA survival rate

. . 0.167 1/5) 0.500 an)
(survival/ non-survival)
IL-10 -1082 AA survival rate

_ ) 0.333 ons) 0.852 (2314
(survival/ non-survival)
IL-18 -137 GG survival rate

. i 0.250 4/12) 0.882 (15/2)
(survival/ non-survival)
IL-18 -137 GC survival rate

. . 0.353 (6/11) 0750 9/3)
(survival/ non-survival)
IL-18 -607 CC survival rate

. . 0.250 2/6) 0.875 (1)
(survival/ non-survival)
IL-18 -607 CA survival rate

. i 0.318 (7115) 0.810 (17/4)
(survival/ non-survival)
IL-18 -607 AA survival rate

0.333 (1) -

(survival/ non-survival)

! mean + standard error.
“number of patients.

Es2H R9E



m o~ A E R REE R E AR AR Bt H

% 15.TNF-a (-308) B %! el IR 45 4% X A8 B 14

Genotype'

Clinical observation parameters

GG (meaniSD)

3

GA (meantSD)  pvalue

Sex (n, male/ female)

28/22

7/5

Age (yr) 77.02 £ 11.42 5 69.33 + 15.91 ()
Weight (kg) 54.26 +£9.13 (50 57.67+9.01 (13
Diagnosis(n, septic shock/ severe sepsis) 40/10 11/1

Outcome (n, non-survival/ survival) 24/26 4/8
Survival day (day) 14.08 + 14.24 (5, 6.00 +3.74 (4 <0.05
APACHE 11 Score 32.62+7.18 (50 31.33+£7.90 (1
CV factor 2.88 + 1.20 (59 3.08+£1.04
TNF-a (pg/ml) 51.92 £ 56.90 (33 74.44 £ 4941 5
IL-6 (pg/ml) 2307.91+£4009.13 47y 412124 £4796.03 (),
IL-10 (pg/ml) 307.87 + 486.26 (s 395.67 + 522.40 (1
TATE (%) 72 36) 75 (9)

BOE (%) 50 25) 42 ¢5)

5384 (%) 30 as) 3@

RHE (%) 86 (3 67 )

IE15E (%) 8@ 8y

BE (%) 8 (a) 0 o) <0.05
BiE (%) 38 9) 33 @)

White blood cell (U/ul) 20513.80 + 10848.49 55y 17698.33 + 6936.89 (15
Hemoglobin (g/dl) 10.78 £ 2.13 (sq) 11.25 £2.16 (13
Platelate (1000 U/ul) 265.73 + 145.93 (49 299.67 £ 130.98 (13
GOT (U/) 77.75 £ 60.03 (35 50.13 £ 37.63
GPT (UN) 44.60 + 33.45 5, 27.18 £26.10 ¢y,
BUN (mg/dl) 60.85 + 38.28 (4 58.89 £ 23.66 (5
Creatinine (mg/dl) 2.51 £ 1.89 (59 423+£4.79 1y

pH 7.49 £ 0.15 (45 7.31£0.14 (1
pCO2 32.56 £ 19.04 (s, 35.42+13.25 (3
pO2 105.66 + 55.26 43, 80.00 = 29.94 (;,
HCO3 16.86 + 5.88 (45, 17.48 £ 6.59 (13

’mean + standard error.

“number of patients.

ES3H, {79 H



% 16.1L-6 (-572) ARA MEE RIMEIER AR

Clinical observation Genotype'
3
parameters GG (mean.tSD) GC (meantSD) cC (meantSD) p value
9/16 11/6 14/6 <0.05

Sex (n, male/ female)

Age (yr)

Weight (kg)

Diagnosis

(n, septic shock/ severe sepsis)
Outcome

(n, non-survival/ survival)
Survival day (day)

APACHE 11 Score

73.76 £ 13.23 (s)
52.55+8.78 5,

19/6

9/16

12.78 £ 1151 ¢,
31.68 +£7.19 (25)

78.00 % 11.01 iy,
5753+ 11.32 )

15/2

9/8

14.11 £ 14.49
30.53 £ 6.95 17y

7235 12.74 3,
52.70 % 7.04 (3,

17/3

10/10

12.00 + 14.30 (10,
3335 7.70 )

CV factor 272+ 1.34 3.18%0.38 1y 2.95% 1.20 o,
IL-6 (pg/ml) 890.63 £ 2425.55 1) 4054.90 £ 5022.83 47y 3290.90 + 442238
IL-10 (pg/ml) 231.26 £ 503.16 (55, 362.87 £ 486.31 (15, 406.82 £ 480.64 (5,
S (%) 84 65 (1 60 (12
BB (%) 56 (14) 47 @ 40 @
15388 (%) 40 (10 29 5) 20 )
RE (%) 84 o)) 71 (1) 85 ay
L (%) 16 ) 6 ) 0w
B (%) 4 12 ) 5o
B (%) 44 1y 59 (o) 60 12
White blood cell (U/ul) 19048.00 + 6808.88 (s, 21474.12 % 9010.68 17, 18165.50 % 13775.67 o)
Hemoglobin (g/dl) 9.96 + 1.64 5, 11.53%2.18 ¢y 10.96 + 2.42 (g,
Platelate (1000 U/ul) 28479+ 137.70 gy 301.00£180.52;  211.20 + 88.53
GOT (U/) 73.56 % 65.11 47.25+27.96 1 89.93 % 61.78 (s,
GPT (UN) 40.16£32.13 45y 30.40%25.74 () 48.00 £ 36.05 16
BUN (mg/dI) 62.14 £ 30.33 (1 60.38 + 41.36 () 61.11 3538 15,
Creatinine (mg/dl) 2.68 £2.15 (55 3.12£4.13 49 2.79 £ 1.93 (39
pH 7.34£0.16 3 7322 0.15 () 7.34%0.13 o
pCo2 32.13%19.33 ¢y, 32.00 £ 19.51 1y 33.20 £ 15.57 o)
pO2 108.98%59.17 sy 90.06 + 44.26 ;) 96.90 + 48.12 (30,
HCO3 16.72 £ 6.25 o, 16.62 + 5.98 17 16.65 + 5.95 0,

! mean = standard error. number of patients.

$saH X9 E



% 17.11-6 (-174) AR A SEE R EIE R 2 4814

Clinical observation parameters Genotype’ 3
GG (meantSD) GC (meantSD)  p value
Sex (n, male/ female) 11/18 23/10 <0.05
Age (yr) 7241 £ 11.33 9) 76.27 £ 13.53 @33,
Weight (kg) 53.84 + 8.90 (35 54.07 £ 9.69 (33
Diagnosis(n, septic shock/ severe sepsis) 21/8 30/3
Outcome (n, non-survival/ survival) 11/18 17/16
Survival day (day) 16.73 £ 15.76 1y 10.47 £ 11.25 45
APACHE II Score 30.93 £ 7.70 (29, 32.76 £ 6.97 33
CV factor 2.72 £ 1.39 (29 3.09+£0.79 ;3
TNF-a (pg/ml) 48.47 £ 46.14 ()5 59.03 £ 59.87 (5
IL-6 (pg/ml) 1921.43 £3654.35 25y  3234.29 + 4604.43 (33
1L-8 (pg/ml) 633.11 £960.23 (3 542.53 & 842.88 (5,
IL-10 (pg/ml) 290.32 + 509.98 (59 353.57 £ 484.42 33
IL-18 (pg/ml) 801.13 £ 418.05 (5 654.43 + 328.20 (33,
FAE (%) 2 70 o3
BIE (%) 38 58 49
5384 (%) 31 30 o)
RE (%) 76 @2 85 28)
MR (%) T S®
BBl (%) 7@ 6
BE (%) 41 (1z) 64 21
White blood cell (U/ul) 21147.93 £ 11547.35 39y 17917.58 + 8551.74 33,
Hemoglobin (g/dl) 10.49 £ 2.11 (3 10.91 £2.21 (33
Platelate (1000 U/ul) 296.32 £ 152.72 (5 238.76 + 129.32 (33,
GOT (U/) 57.44 £ 53.84 (46 82.95 £ 56.92 (59
GPT (U/1) 34.64 £31.31 5y 44.71 £ 33.47 (3,
BUN (mg/dl) 60.47 £29.77 (19, 59.61 £ 39.67 )
Creatinine (mg/dl) 3.10 £ 3.51 (a9 2.61+1.92 35
pH 7.34£0.15 29 7.33£0.15 33,
pCO2 31.52£17.42 o7 3321+ 18.82 33
p0O2 91.50 + 46.96 (57 106.21 + 55.35 (33
HCO3 16.50 + 6.00 (7 16.81 £ 6.14 3,

! mean + standard error.

“number of patients.

Ess B, H79HE



% 18.1L-10 (-1082) A Bl &) g ek R R 45 4% 2 48 B 4

Genotype'

Clinical observation parameters

GA (meantSD) AA (mean#SD)  p value’
Sex (n, male/ female) 6/2 28/26
Age (yr) 78.25+9.96 4’ 73.91 £ 12.96 (54
Weight (kg) 54.25+£7.26 53.92 £ 9.60 (s4)
Diagnosis(n, septic shock/ severe sepsis) 71 44/10
Outcome (n, non-survival/ survival) 6/2 22/32
Survival day (day) 19.33 £ 15.04 ¢, 1118 £ 12.57 (5,
APACHE 1l Score 37.13+£4.54 (g 31.13 £ 7.40 (54 <0.05
CV factor 3.00 £ 0.87 (5 2.91 £ 1.16 (s
TNF-a (pg/ml) 68.36 = 51.51 (5 54.27 + 57.16 (33,
IL-6 (pg/ml) 3566.72 £ 4809.32 5y 2498.41 £ 4141.14 (5
IL-8 (pg/ml) 989.56 + 1223.19 (5 480.65 £ 759.92 (33,

IL-10 (pg/ml) 471.07 £495.21 302.19 £494.18 (s4)

IL-18 (pg/ml) 830.95 436335  670.33 £357.63 3,
RTE (%) 88 (7) 69 i7)
BIE (%) 75 ) 44 q)
M52 (%) 50 @) 28 ¢s)
REE (%) 88 (1) 80 w3)
R (%) 13 7 @
FEERE (%) 13 6
RBEE (%) 75 ) 50 (2

19784.63 + 10568.87

White blood cell (U/ul) 17025.00 = 6674.72 (5,

4
Hemoglobin (g/dl) 11.06 +£2.57 (g, 10.66 = 2.10 (54
Platelate (1000 U/ul) 260.13 £ 149.71 5, 165.94 £ 142.46 (s5)
GOT (U 60.00 + 37.97 5 73.48 £ 59.29 (3
GPT (U/) 25.67 £ 14.50 42.03 £ 34.39 (49
BUN (mg/dl) 61.86 £ 38.14 (5 59.63 + 35.82 (43,
Creatinine (mg/dl) 3.76 £ 2.81 (3 2.70 £ 2.76 (s4)
pH 7.29+0.18 5 7.34£0.14 (5
pCO2 28.38£9.43 33.08 £ 19.15 (5
p0O2 104.25 £41.84 5, 98.88 + 53.64 (s,
HCO3 15.73 £ 5.04 g, 16.81 £ 6.21 (s,

! mean + standard error.

“number of patients.

Ese B, X779 H



& 19.1L-18 (-607) Ak B ) fLBE AR 5145 4% 2 A48 B 4

Clinical observatio t Genotype'
1 rvation parameters
p CC (meantSD) CA (meantSD) AA (meantSD)
7/9 24/19 3/0

Sex (n, male/ female)
Age (yr)

Weight (kg)

Diagnosis

(n, septic shock/ severe sepsis)
Outcome

(n, non-survival/ survival)
Survival day (day)
APACHE II Score

CV factor

TNF-a (pg/ml)

IL-6 (pg/ml)

1L-8 (pg/ml)

IL-10 (pg/ml)

IL-18 (pg/ml)

77.63 £ 9.85 46
53.99 £ 7.62 ()

11/5

7/9

15.29 = 15.54 )
31.56 £ 7.79 45
2.63 % 1.45 45
61.83 £ 58.31 5,

668.70 £ 1009.40 5,
145.47 £ 129.76 5,
251.08 £ 565.85 (16,
858.31 % 293.20

72.74 £ 13.34 4,
53.83 % 10.00 (43,

37/6

19/24

11.21 £ 12.71 g,
31.93%7.42
3.02 1.00 45,

57.17+57.57 )

3468.42 % 4837.35 (i,
672.54 £ 955.31 3y
365.65 + 479.98 43,
667.41 +370.95 3y,

8233+ 1034
55.67+7.36 ¢,

3/0

2/1

21.00 £ 9.00
33.33 £3.09 )
3.00 % 0.00 5,
31.98  25.03 ¢,
1562.39 + 1812.28 5,
179.89 = 120.70 5,
115.49 £97.73 ,
763.00 £ 310.71 5,

RITE (%)
BRE (%)
M53%4 (%)
REE (%)
MEE (%)
BE (%)
g (%)

88 (14
63 10)

65 (28
42 (18)

67 3
67
67
100
0
0
100 )

White blood cell (U/ul)
Hemoglobin (g/dl)
Platelate (1000 U/ul)
GOT (U

GPT (U)

BUN (mg/dl)
Creatinine (mg/dl)
pH

pCO2

pO2

HCO3

19273.75 + 7288.83 (15

10.47 £ 2.46 (15,

246.63 = 112.72 (4

53.83 +38.79 ¢
29.18+ 11.87 1),
73.50 % 32.00 g,
3.19.+ 2.40 46,
7.30£0.14 5,
30.53 £ 10.46 15,
111.84 + 61.72 5,
1515 4.14 5,

19850.93 + 11217.94 (5,

10.75 + 1.94 (43,

281.50 + 153.12 (4

76.54 % 61.20 15,
44.00 + 37.28 ¢,
56.81 = 36.52 )
2.68%2.90 i3
7.35%0.16 (i3
32,52 20.11 4y
94.43 % 47.78
16.95 £ 6.33 (i3,

14200.00 + 5477.83 5,
11.50 £3.24 ,
135.67+2.87 5,
56.00 £ 2.00
31.00 £ 17.00 )
53.33 +35.80
3.27+2.88 5
7.31£0.05
41.00 £ 18.46 5,
110.67 £ 48.61 5,
20.33 £ 8.18 ¢,

"' mean = standard error.

“number of patients.

gs78H #7197



% 20.1L-18 (-137) %

7 g BE R E A5 A 2 AR B 1k

Clinical observation parameters Genotypel 3
GG (meanzSD) GC (meanSD) p value

Sex (n, male/ female) 14/19 209 <0.05

Age (yr) 73.33 £ 11.57 33 75.76 % 13.76 (29

Weight (kg) 51.48 t 8.22 (33 56.79 £ 9.70 (2q) <0.05

Diagnosis (n, septic shock/ severe sepsis) 25/8 26/3

Outcome (n, non-survival/ survival) 14/19 14/15

Survival day (day) 13.21 £ 10.76 (14 12.64 = 15.86 (14

APACHE I Score 32.52+7.47 35 31.21£7.21 ()

CV factor 2.73 £ 1.29 (33 3.14 £ 0.86 (29

TNF-a (pg/ml) 38.71 £27.38 (14) 65.10 £ 65.06 (56

IL-6 (pg/ml) 1912.53 £ 3871.83 39y  3431.38 + 4500.86 (23

IL-8 (pg/ml) 500.74 + 737.62 (14 606.84 £ 946.78 (56

IL-10 (pg/ml) 220.70 £ 403.34 33, 441.51 £ 564.06 (39,

IL-18 (pg/ml) 722.47 £315.17 (14 685.50 + 386.84 (5,

RaTE (%) 76 (25) 66 (15)

BoE (%) 55 as) 41 (12)

M43 (%) 33 an 28 s)

REE (%) 82 (23 79 @3)

MEE (%) 9@ L)

BE (%) 0 14 (4 <0.05

B (%) 48 o P a

White blood cell (U/ul) 18908.79 + 5712.31 33y  20020.00 £ 13576.69 (29

Hemoglobin (g/dl) 10.75 £ 2.38 (33 10.67 = 1.90 (39

Platelate (1000 U/ul) 256.19 £ 123.33 (3 275.10 £ 162.20 (29

GOT (u/l) 70.78 + 63.98 (i, 72.44 £ 49.03 (43,

GPT (U/) 45.12 + 37.62 (5 33.67£25.01 3y

BUN (mg/dl) 73.23 +40.14 (5, 49.50 + 29.07 (25 <0.05

Creatinine (mg/dl) 2.75£2.15 33 2.94 £ 3.37 (39,

pH 7.34£0.14 3, 7.32£0.16 (39

pCO2 30.94 £ 11.70 3y 34.07 + 23.15 39

p02 103.65 £ 56.17 31 95.26 + 47.34 (2,

HCO3 17.24 £ 5.69 (3 16.06 £ 6.41 (39,

! mean + standard error.

number of patients.

EssEH HME



AP A ERFHER

— U EEEFE AR ARANAISXRARBERS A0 T -

(—) f£ TNF-a & B G-308A &) GA A R A 8 H HFERBEN GG A (p <
0.05) - |

(=) IL-6 A E G-572C #9 GG A H A B H HHFF REH GC AR CCH » H 4o
CGRX¥ARAEFGFE -

(Z)I-6 AR G174C Y GC AR A B HZEFERBURGFEERSEM GC
9_1_2 o

(m) IL-10 A F G-1082A ey AA AR A B X H ZERENGAR -

Z U haESEESMRABRRREER RARYEZRZAHMMT ¢

(—) %M E84 -6 AR G-174C ~ G-572C & IL-18 £ B G-137C % pA i 2
wildtype 8GR ¥ ARNE S AR SE LA A EMHBH F(p<0.05)e

() AatcatHHAGEMLp (82%) iz Fa (29%) R15F% (p
<0.0001) -

(=) gk bik 84 B CVfactor BB R EMmES EHH (p<0.0001)
BTEROB A MR EH R ENETRE -

(@) aEHEFHEETRBERELQENESEE (p<0.05) B Ea) &4
F£ IL-6 A B G-572C A% wildtype ) G KA KR E S CREAR %
BB A AR MENESE (p<0.05)-

(&) B sy &4 GOT ~ GPT & pCO, ¥ B &2 & 49 & 1& (p<0.0001 ~
p<0.0001~p<0.05) BETEEHEFHHERE - BARRKBKE
HEP > BEWELLETNFaAF G308A %4 GG AEA » ARXHL
REREEH A AEELENESE (p<0.001)~ £ IL-18 AR G-137C ¥
HGCHARAA BT CRERARNGEEHA AR ENEH E(p<0.05)-

(X)) FRANBHEZAA LS, B iRz Hasans - £2
N Ry BEZHMARZITRASEAESYMAMME (p <

EsoH X798



00001 FREMEXHALE HEAANEFZHNAEAE £hE
BHREAHEEZZIMBRZTRFEAZ&S%BHME (p<0.0001) -

Z UMb BESHRBERAREER ARVEFFRZAMMEART

(=) REROEREGEZEZFEENHNERM AL - HEZE
#%4%% (p<0.05 - p<0.0001)

(=) MO ARLRELEZBEE -~ Ra? TNFa BETHERE TN
hE -~ mEZ EHRFS (p<0.05)-

(Z) ok - AT BHRELAEZEEFF Rt IL-6 RESH
BREENLE -FEHA 02 EHRFSH(p<0.0001-p<0.0001-
p<0.01)-

(W) RaMAhZL AL TCEALEFEE R PILIORES N ERRE
PidngE ~ friEe) B %S (p<0.001~p<0.05)-

() et~ F 28Kk ey B35 APACHE Il Score 43| S fz54a
BN BhEHEFES (p<0.05-p<0.01p<0.05)-

K) FEta BEL M BhEeEHE BUN S REBEREEFA - B o
hEeEHFH (p<0.05-p<0.05-p<0.001) BETEHERLNE
ER T -

() AT -mEe)EE pH AT EBAEZTE - BHLENEHEK (p <
0.01) -

W ARRBRUEHETY  RAMAMAEL RFAE - RERENEH
TedRAhE  BRERLE - BAE - XRBENEEZEALERAEE
(p<005); AARBRKEHLY  RA Ly HARERESEL S
CHRARE FOPARALEHEEFEREALER (p<0.05)-

2 UM hE EHFESARNRBERBERZZARRERT ¢
(—)IL-10 £ H G-1082A &5 GA £ B A & & H APACHE Il Score & #: GG & &

$60H, #£79E



ARFEH (p<0.05) -

(=)IL-18 3 B G-137C &y GG A F A 48 ¥ & 3 GC A B A R 4F4&(p < 0.05)~
GG % &4 BUN BiE# GC AR A &% R4%F 5 (p<0.05) &5~ wild
type ) G X B AR ABENTHEAM °

(2) %4 R F 88T IL-18 A B C-607A - G-137C Z wild type % 2 IL-18
SHEEARE AHARLESARGEERE -

Ee61H #7719 H



—~HHRTRER

(—) BEREE 41 Klebsiella pneumoniae 7 .3 B oz ShipAE B 2 2 31 o

£ 10°cfu SEAK SBLAE - SEAEE 474 6 /N85 db sk 200 ul B #
FEWMERER o T4 E2 # % B AR 100 colonies > B AR Ry 5 2
sJNH 100 colonies > B & &Y % B o

>100 colonies » & & K3 B

EFe62RHB H7MI9E



(=) ¥4 &G K % H7 KP-indued Septic Rats 274 & 2L JE

UTF&%FAHE  HABAVEZ N FLTFTLTIBEZERT
SHAHLE ML TFREEZIARG HRAKE AL FALERBK
SIRABE  RIRMEBEIFAERBRITZAH B -

R rHETHEE (H)-ABZ (L) 28Kk 78275584
Beda (K) /a8 > kA ABHRHA -

48 %) BARDEHR | FEEHR HiER
SE g4 (H) 9 4 44.4%
BElE4a (L) 10 5 50.0%
4 A KaE (K) 9 4 44.4%
raRa (B) 7 7 100%
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(W) &k %% Klebsiella pneumoniae # t4 %5 %

LEaEFF e Y EmBa LRk E

#A % 2B E G KA X AR A4 5 ug/ml ~ 50 ug/ml 2L & 500 pg/ml
BaRZRETHARBS  HFRLABNBAZ LR AR aRFL
FEHEABHEEREH -

2
1.8
1.6
14
o 1.2 -
§ 1 == control
© os 7/ w3 § ug/ml
0.6 ; S0 ug/mi
0.4 ! i 500 UG/ M1
02 L T
¢]
SA2IIIFRARIEIAES
min

28R FTHHATORMAFEFT R - VBLOAE

BPARATERMEAREFTE —AELEAE R A ENT A FTH
16 #&(arabinose)f H 2 { A L 4% A pFIM-1> St BN KGR E F(E
coli JM109) > #|F fu N 0.2% 8 FTHfa#E R FFH B —RNBEH KRR > 7T
LA #4 o B A B & F SR (yeast agglutination) RILE L A HH > 24 i —
FHAARARREGOORGRBEERATE NELEHNETEAREN IR
eRAGRFHERMEE.  EEREALTAT  EPHEREEEK
GHRE o BB MEN SR B R REE N KRR 0 Bt
TEARGHETURY ATEORMAZFEH@BEMESN -

BHT
concentration: 0 5 pg/ml 50 pg/ml 500 pg/ml
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# 3

EAARBARZAGARTERSREZ L AR BRwERSE 126 1
Pt BEEFAL AR BEAZIMEN FEFARZCHAEENRBRALTRE
MEAHEBRAF LI ERABLEE - (A TAR) Bt ARFEAHHART T > K19
BmETRFRAN G BETRALIENATESL KRG 2 SNP -

Pathogen All Survivors ~ Non-survivoers
& (n=126) (n=71) (n=55)
Gram negative 102 56 46
Klebsiella sp. 26 12 14
E coli 31 20 11
Pseud(_>monas 17 9 3
aeruginosa
Acinetobactor sp. 10 6 4
Proteus mirabilis 12 7 5
Enterobactor sp. 3 1 2
Salmonella sp. 1 0 1
Hemophilus influenzae 1 1 0
Citrobactor 1 0 1
Gram positive 18 10 8
Staphylococcus 10 5 5
1.MSSA 1 1 0
2.MRSA 3 3
3.Staph.epidermitis 3 1 2
Entercoccus 4 2 2
Streptococcus sp. 4 3 1
Fungus 8 5 3
Candida 8 5 3

ARG EZBRARBENRALTY BE 11 AERAANRARTBRESL T 95
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o B REFREYRTR AL ER Gk (&) oH -
EbwmP BB ERMaE > BATCE 63 A B E 12 A TTIEF L
i 100 A R EFEAZAAAEZRESY  ALtROUETRE > BpTiE
70 A > BRATARAT R E 42 DNA MR RIAFEZ A £ 62 4 - EHEERAR
MEZRERE -

T ER PSR IL6 AR G572C 8 GG ARA B X HGFE 245
PGCRCCH » #0 G B ARAHAE - IL6 AR G-174C# GG AR A
BERELEEFREUARGERESEN GCA - IL-10 £ B G-1082A &9 AA A F A
EHXEGERENGAR - UFRA AL ELREIURAERBREBYE RE
FETREEERZTAL  THAFE—F EABRLAARREE -

MR BE S MIKEBERBEEE ARV EZE22 AR T -
4ot B E L IL-6 A B G-174C~G-572C & IL-18 A B G-137C % A3 % wild type
HGCGREAARES  ARAYELHALFHESE (p<0.05)- £ E
FHIEGE e (82%) ¥ friEm (29%) 2455 (p<0.0001) - B fn
MR 7,84 B CV factor BB A EXwEM EH S (p <0.0001)  BETH4HK
VAR aRRLHEFCLTHELTRE - ARAART > BIHRGE
FHETHUAEEEBEARANOVE  ARARERBETEELERLAR
Bz R &R A0 M -

Ui BHSMKABRRBERE - FEE2AMERT  REX
OFERBGREZBERBEENHNNERU AR HREZEERIFS (p<
0.05-p<0.0001) bRk R KB oK 2 BFF — Kb P TNF-a ;8 E 5 5]
BRREMDE - EZX EHRIFH (p<0.05) BT RARTEAZ
BHEAEE R ILLI0 RESHEBREMLE - FFAAHEHFS (p <
0.001-p<005) BELEHANZEHEAL - BrFPEEIHKA
BE RIS ZBEAGZEZIHRRAMLER -

EEH TS L BREE S Klebsiella pneumoniae 7 R3] % B 5 S A4
Rz K 10°%fu EA K BENE - B AESH14 6 /84 4 200 ul
ERERENER - AKX B EHEARN 100 colonies » R AER I 5 #
sJN# 100 colonies » AR kph - A BEAMEARALT » B8 X R HAM
BREMME  LREFARERAATAKL IR -

TATEINARAREIEZERS ) AR ARERARGTINPEL R
FHUAFE 2 R RITIE G L 5 HP KP-indued Septic Rats 2 74 5 2 J&
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500 ug/mlha R ZRETHA KRGS  BREVBESBREZEE > HibiEa
ARGERELEARUNA RGN EHATORMEFATE —ELE
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