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RER CYP2EL ~ GSTML » GSTTI ERZHMESERER -

ZERFEEFEREDHEEMR

LR R SR

REIBE BN Ba R BEERHASTEN SIEBEBEAE

ot e A L B2 P B SR BN D) R 52 BN 5 &R 52288 A Ar AR - o PRI
5 WA~ AT e A DR A 22 52 - fF9e 7 Fe i (R B RNV 201 MEAE 1~ Rl ] B 72 52
Pk o AR ZER P ABE A 38 CYP2EL ~ BE e #f2 523 GSTM1 ~ GSTT1 2548 1y 95
i FHBH AR 92 - DR LR AT ST 58 33 2 BEER] 2Q Gt iR 7 & 18 B A IR ~ TR A T 488 A FE i ]
FER 2 I W53 i 16T -

Jithk AWTe b 2 I RO G ¢+ Bl SE0% ~ ZRHENR ~ A BRIE ~ PRI R BA AR & S
W BRI 13 1S Rz Brh AR o WU UEE R BRI B FE RS - AW SR AR &
B S8 I HE (PCR) B BB Il EGF Bt 22 21 (RFLP) 258 77 1 AR P 52 2% A SL IR (1 L R BY » DLRge
i B DRI U (g 45 i 7 S A R B At s p i A PR R 5 722 TR

i CYP2EL Z S IEK 2 » 6 &Y 53 ASEZS 53 A% « Bl 3605% 19.4% ~ Z&HElsk
43.4% ~ A1 2% 29.0% ~ PEEE30% ~ B 22% ~ MR A 19.0% ~ FEHRE A 13.0% K
ZEB A 16% o %8G 2 2 SHH LK SEAR B & A R A (0 <0.05) ° GSTMI M58 JE K] Y
TE % R SEZ8 73 BUES « BlSE 5 52.1% ~ ZEHERR 53.7% ~ #ii f#5 53.1% ~ HE#fi 42.5% ~
B 45.9% ~ i A S6% ~ FEERE 52.9% M ZEE 67.9% o GST'TT e 55 Y 2 Bb )
WIF = Bl 3605 34.7% ~ Z8HERRE 51.9% ~ A7 215 24.5% ~ HE#HE 40% ~ B Egft 40.5% -~ [
A A 44% ~ K 23.4% M IEFRE 413% - HRE A GSTT1 3 KIFR Iy B g fil 5% FH
Fe A A A R (< 0.05) -

A ASWHEFE R - CYP2EL 23 KNIk 16 & 15 1 R B oH e i e iE 100 53 i s
ASTE] > ZRIE A B A R GSTTT JEERIBR IS (19 LA HIHARE L I AR - (h&ig B85 2000;5:181-8)
RA#EEE

CYP2EL - 8% » GSTM1 » GSTT » EEZFEM - SBRER

-

BU
AT ERRI I FERATR - 2RI AT 2 0 58 2E

AR BRI T A WA 72 BRAFAE - BIATESE T ~
SR~ P B BEAE R - SRR R
A st 2-3 (588 A4 28 - i 3 AE M > ke

I

s (EE - BEN
o ub: 807 SHM=RE+Z—#100 3%

SEEBRAE NHRFEEEN
7/12/2000 1ZcEH = 7/21/2000
7/25/2000

WSZHER -
BEZHE -

JeE ~ SBVERSIDE RS ~ S S B ) S8 R AR A LR
AN EIE (1] o 70 F B 58 A9 F 52 S8 8 2L R A 3L
P53 Zesny L 1] » 5 AN 201 B N 2 R R
FIANE] - AE H Al 22 B VUK I 20 1T A 22 5
PEFFEZ) o B AH B Z B 72 1) 20 31 18 PR YR e I
I8 A R B B ) RS N (R R ) o
JEE - FEELR N ARSI R A 1 A HRBE
£ [3] o ANEEFEIE - FlHRAERIRAI ST b2 5 22
HIRC BN 1 - NMERZBIREF R IR faka L -
BT BURPINI A DI RE

FEEEBLE S rh - JUIL DIZEY) (U 3R 2R N
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#E % (drug metabolizing enzyme
genetic polymorphism)fyfE » af i> e =
Hr P RE 52 AR 5k IR Y 43 2 AR R S 3 sl A3 4218
=0 TR REE TER R A RS A A 2 R o B
N-acetyl-transferase (NAT?2) > 188! (slow
phenotype)iy 53 i £ 1A FL 55 50% » B A
%35% > BEYN AR 14%[4] - Hilk 2 - 15 b
{EIE = HRE 33 4 22 W A A Y 2 A7 - & At
Je s B A A AR B AR B R 2 TR 0 i A
R R FRAM A — 0 TR H e R R KR
B R AFREAR B 2 T2 1% B2 BT -

A M MUt 32 P450 £ # (cytochrome
P450) fiifg CYP » & A#8 N —HA (R AR -
CYP2El mERKEHKW—E » 6820
ME W RE > A oy MEIR B b gL S22 E W
N-nitrosamines ~ butadiene ~ #HiZ[5] - it
Bl > c2/c2 BRI i kIS 14 2 1/ cl B
BRI 10 £5(6] » DRI 2 S 3k [A] g fie 32 1 Pk 2R 8
AlRE th el S AR & o CYP2EL U &
JEHERY N-nitrosamine - [K It A5 B8 filres sl fifi 1 8
CYP2E1 % 214 B0 AHER /F 58 th ke 48 % [7-10] -
B3 i % 7 A B s X000 RS e 2 IR [11-13] > 1
les@ [14] > sy [15)55 #HBAwT 72 - CYP2EL £ 5
us FEA Pst T/ Rsa T A [ il 9% 32 0F FH 360 %
Tk - A REE R R L > c2 o JE R HHE AR
HRAE T3MEKA cl/cl ~ cl/c2 ~ c2/c2 - L
Rsal fig 323 1782 I8 Fr B % 2t (REFLP) 43 4
P> g B = fE KA - 5 EY R BB
360bp » SObp W » £ cl/cl FEFEE > [T
410bp Wy Fr B 5% c2/c2 LR » 25 B 410bp -
360bp » S0bp = fE B HI /5 %M & 7
(heterozygous) .z cl/c2 R AI[16] -

Bhf 5w i 2 B £ (glutathione
S-transferase » GST)& % Bl & Ry —
6 55 2 55 > WFZRE S E R AT 6 K 4l
Ba~mT~pu~0~0 -~ x o GSTMI1
GST- p JEhRy— & » GSTT1 55 GST- 6 $Hhy
— B > SRS fHER FEE BNz RS 2 B
A B 52 7R LU e 5L K 7% £ o GSTMI (7225 —
e b b BRI 2 T Ve 4 S A R BRI
ZRSE T AL O Bk o AR A M AU (null
genotype)17] » B e [14] ~ ifids ~ BEk
o~ MR~ RIS ~ B 2R~ EE
Bt R~ RERE ~ LR [18-20] % M BT SE o
GSTT1 thf 8 GSTMI $ M Z2 EHEATAE > 42

SRERZETEEREREXRBZEZE 2R

e PR R O I 35 DK B 7 8 325 S B0 W S 1 T i 7 B
A S E - W Feag Bl GSTTT 2 M5 J5E [X] A B
FhE#E A RAE(MDS) A #3E HBH[27] o s 2K
A FEaT GSTTL 8L L% ryRHAR1H RSB A
FHBRE [26] > fili e i ff 27T 1 5 3345 AH B (28]

RIEATSER

e

A Teh 2 FAE R IR RS « Bl 36 R ~ 280
T ~ AR R ~ BRI e BRI 55 S IR 2B Hh R
# o THEES 134 £14.0 5% > S HERTERI LR
5 1:1 > IrR DUAR B R 1 22 M EL 102 7 RS 64.7
% ° FAIMEIEZRE] R FE A E R R - BRI
AU B S AL TS BB F AR A9 /4 55 57 T I8
A o AHFZE LRI R A F S IR A > B Rthi2 13
E 15 Ry 22w - TP TR 138 5% o FE
R E FE RS RS S E - MERNE RS
N EIERRR 3~ FE IR ~ BEEACRE ~ SR A oh 2 Bl
L RER ISR o S IR 2 B A& R IR B A [R).2
BEeS SEEURG =2l
A PRBit R

APk BEER SR R LU B i (heparin
s EDTA) 2 B Z2{R M PREM B 2 MR 2 E
10 c.c. » FRMR I ICHE B2 v 2 4 °C UKAR - B &
SHR T B AR AR R 48/ NREETT DNA 2 3
HY -
R LIk Z 53T

CYP2E1 B [K % &2 1 (19 53 17 2 AR 5 Hayashi
SRR ETT[0] » LLCYP2EL £ [K (1951 % 13tk
17 5% i g g E(PCRO S JE - 105 (5% 7 BEK 591
% 5-CCA GTC GAG TCT ACA TTC TCA-
3> S-TTC ATT CTG TCT TCT AAC TGG-
3" o DARsal B33t 1T BR&IE v B 2 T2 1E (RFLP)
Gy HTIRE o g B = AR R AU ¢ B AW B B
360bp » 50bp FEFE cl/cl H KA » U
410bp i 7 B 1% €2/C2 FE R A - 35 Hi 81 410bp -
360bp » S0bp =6 Fr B A c1/c2 B K A [16] -

GSTT1 gz GSTMI E: KA 1) 53 47 55 HIAR $5
Comstock [28] } Pemble [31] i % #1052 il
DUEdfi > ARFIEEREl — X PCR > 2K [a] I {6 ]
GSTT1 B GSTMI iy KA - GSTTI 518 1 X5
K915 5-TTC CTT ACT GGT CCT CAC
ATC TC-3'» 5-TCA CCG GAT CAT GGC
CAG CA-3'> GSTM1 5| # 7 5 K 9 55 5'-
CTG CCC TAC TTG ATT GAT GGG-3 » 5-



PRGN » 55 - 183

1 2 3 456 7

480bp
273bp

100bp

B 1 CYP2EI-Rsal 2EXE - M : 100bp
ZEC 1 HEBRHE 2:cl/clERA 3
Cl/C2ERA : 4 : c2/C2ERA -

CTG GAT TGT AGC AGA TCA TGC-3 -
B-globin 5l # T K F 55 5'-ACA CAA
CTG TGT TCA CTA GC3': 5-CAA CTT
CAT CCA CGT TCA CC-3' > IL BRI
60°C - GSTT1 & 7 £ 480bp Z KK & »
GSTM1 @ik 273bp 2 KW R B » #5255 IE
s A(non-null genotype) » #4572 M 5L K]
Al(null genotype) , HIRN &4 LA R F B &
4 e hn A B -globin 51 & 7 422 A 1F #E ] 5
o H B TRl 38 8% 8 1 PCR 2 5 H 80UEAT »
A 1 R NN & 2 AR R R FE I RIAR A o (RS
positive control » [tk Ft A1 £ 44 & 15 100bp
1y 3 -globin H: & Fr B ©
AREFT AT

LIABASE III puls 245 LASAS #RS 1T
FEOT AT o T S BB A 43 A A R O A
E(chi-square test) & ¥ £ 3 [K AU S 17 f i Y
b -

HEER

CYP2E 1 JE IR RUAE 25 R % o7 i 1 15 1

15 CYP2E1 2 PCR-RFLP 43 #7144 5 8
oo BRI c2 1R I S i SE ZR 3 I B -
Bl 3£ 12 19.4% ~ ZHENR 43.4% ~ A B 29.0% ~
e 1% 306% ~ BiFE % 22% ~ [ A 19.6% ~ JE
2 13.0% KR ZEE 169%(£ 1) - CYP2EL KL XM
Ji2 WA A R ] oz s - B DR o5 i 222 B ) AR

B2 GSTMI R GSTT1 2 &XE - GSTT1
EYEE: 480 bp : GSTMI EWMEE :
273 bp : B-globin EYEE: 100 bp 1
6:GSTTI(+)» GSTML(+): 25 :
GSTTI(-) » GSTMI(+) : 3 » 7 : GSTTI1
(+) » GSTMI(5) : 4 : GSTTI(-) » GSTM1
(X

o BIES - Bl 58 IRER ZRHE ~ PEIE A 5 23R N B B
F o~ ZRE >~ JEIRE AN ELIRELRE - FEARE 5 BE
MR VR ~ ZR B ~ R o 1 A R R
Nz B AH Ee s - 58 B 2 HE J 1 2 3 () 35 [X] B8
AR LB SERR ~ B R ~ FEHE ~ REIAK IS
(p<0.05) - HEi & HBHE P SEf ~ 2818
FEHE(P<0.05) » M REIT BB ZE ~ FEHRE
(p<0.05) = LA R A E £ 355 IR 8 2% iR St 1T 0
My L 28 B > 28 HER 2 o2 Sl FL IR SHZS R 3
FARE P A(P<0.05) ° fiehs R Bl - ILEER %
TR 5 i 1 25 1 A BARRE AS [A]
GSTM1 B2 GSTT 1 J&IK BYAE Ak 5 1T 57 i
THIE

27 GSTMI g2 GSTT1 LL PCR 43 #r a5
R - GSTMI1 py#E &5 KM (null
genotype)ft & i iy SE 28 53 Bl 125 ¢ B 38 1
521% ~ ZHEHRS3.7% ~ ML S3.1% ~ HEE %
425% ~ B 45.9% ~ [HFEA 50% ~ JEHEH
52.9% K FRB 67.9% (F2) o fEHifE KR 2 H.AH
Lo » A5 7 FA R R R AR B B P S8 ~ HRE - PR
Jo& ~ FEARE o T L fth 2 fR P I S AR S o R R
Z B AATE GSTMI B[Rk 2 i EL B EL B 3215 ~ HE
R~ BRI ~ FERRE AN E(p<0.05) o LR
N B BRI B 25 AT o3 AT Lldse - BIIOR S #
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#F 1 CYP2El-Rsal ERE TS EBRIERREMERZ D

izl N cl/cl cl/c2 c2/c2 C2EHBER
2B (%) 2H (%) 2H (%) (%)
(S 103 70 (67.9) 26 (252) 7 (6.80) 194
R 38 13 (34.2) 17 (44.7) 8 (LD 43.4*
Gin)— 52 26 (50.0) 21 (40.4) 5 (960) 296
o 38 19 (50.0) 11 (289) 8 (21.0)* 36.0
2R 37 22 (595) 14 (37.8) 1 @7 22.0
e 119 87 (73.1) 26 (21.8) 6 (51 16.0
JEERE 106 81 (76.4) 21 (19.8) 4 (38) 13.6
ESlE] 56 36 (64.3) 18 (321) 2 (36) 19.6

*HEEEAMER P <005

F2 GSTMIE GSTT1 EREAESEBRIERREMERZ D1

35l A GSTM1 GSTT1

FEUERE (%) EUERDE(%) FEUERE (%) EUERDE(%)

Py == 121 58 (479) 63 (521 79 (653) 42 (34.7)
i 54 25 (463) 29 (537 26 (481 28 (519)
mE 49 23 (469) 26 (33D 37 (755 12 (24.5)
BEE 40 23 (575) 17 (425) 24 (60.0) 16 (40.0)
REg 37 20 (54D 17 (459) 22 (595 15 (405)*
ZzEl 137 44 (32D 93 (67.9) 105 (726) 32 (234)
JFFRE 104 49 (471 55 (529) 61 (587) 49 (413)
Ry 50 22 (44.0) 28 (56.0) 28 (56.0) 22 (44.0)

*ERRYE AREER p <005

&3 GSTM1 &4 GSTTI EREAESBRERZ D

i3zl AEK GSTM1 ~GSTT1

+ ./ + (%) +./ = (%) -/ + (%) -/ = (%)
(EES 121 38 (314) 20 (165) 41 (339 22 (182)
Ediid 54 7 (129) 17 (315) 19 (352) 11 (204)
mE 49 17 (347) 6 (12.2) 20 (40.8) 6 (123)
BEE 40 15 (375 8 (200 9 (225) 8 (200)
=) 37 11 297 9 (243 11 (297) 6 (162)
ZZE 137 32 (234) 12 (8.8) 73 (533) 20 (14.6)*
JFFERE 104 28 (269 21 (202) 3 BL7) 22 (212)
R 50 12 (240) 10 (20.0) 16 (320) 12 (24.0)

+/+ : GSTM1 » GSTT1E#EREK : +,/— : GSTM1757 » GSTT1I#R% : — /+ : GSTM1 #R% » GSTT1
BHE: —/— + GSTMI » GSTT1 &Rk - “EEEEAME®Rp <005 -



Bt RE9 R o GSTT M IR 7F % HE i
A5y BRI 34.7% ~ ZeHERE S19% ~ 1 B 1
24.5% ~ HE Wk 40% ~ B REIK40.5% ~ [ A
449% ~ #ZH 23.4% ~ FEEE 413% (F2) - £/[
FRR ] 2 7 R L 7 BRI 5y RS » 28 T
BT ~ A B~ B 5 JE LA AL %
A5 BB A ~ R EA o fE SRR B A
GSTT 3[R e 21 H 515 At 4% 6 A1 L I
HRHECp<0.05) o LI A 15 5B I B B 45 e B
SHET 43 4T L 9 B+ AR A A BB 1 GS T 3
R 2 11 L P A0S 5 P A< 0.05) =
GSTMI » GSTT1 RAJEII L Bf 5347

AT 5 P ] 55 TR 50 2 19 LB I 26 156
182% ~ #&HEHE 20.4% ~ Fi R 123% - PEi ik
20% ~ B 16.2% ~ BF A 24% ~ 2218 14.6%
T SEHEE 21.2% o B A S {55 DR 5 2k L 1
B ESIHERE o 75 RUREIEIE 2 B A e g B > B oy
{4 7 7 0 T RS » 2% E B 2~ A% S Bk
W ARBA 5 AR B BURTE ~ BUE S JEHRE 5k
W BT o LB A S I T %
17 4T L I+ AR B P A B DR 2
43 i VIS 1 B 7 L (< 0.05)(%3) -

RN

AW S a2 Lt FEAE R K& TAE
ZRBNBIERE A o IR ASHERIER - &R
{1 R B S0 5 i S5 35 (A ustronesian) » 1fif H.
B REE M Al ROV IR HL[29] o H Bl &1
JEAE R KRB B oy B LR » R R &R Z 5 #i
I B A SCBREE R BAI30] o A 72 LU & 3/ 151
LR 2 A R 2 > BB R —a I A E Ry
A AL o RN A RE ~ tHACRE ~ SR AV SE 2 R
Gl > LU 5 BFF 9% A8 22 i 2 i FE B - (H 2 1l k2
FRREAT A IL IR B A7 AT > BV 4 B tH A RHTD e 32
CREE M Z A IE o WFTEE AL » B Rt
et SREY IR - R R R H &k - i
TF 5% 4 S ANH 77 25 T8 e i 1= BLAF s BRI 1F 13 22
1Sz B rh 2w > KIPLTE IS R R - &1
JFAERERERNZL 2rE e R a OBk aE 2% -
KT I AT AR e A oz B B Lty SR i L i > 1
B fl e 2 B TR B SR 2R #8581 B 1T A s AR
& @ (Hardy and Weinberg's law) o

CYP2EL Z c2 ¥l B K 1E 5 AR 5 i 58 2
KI5 1% % 0% [32-33] » | AKIB1% [32] - £ H
KIGERER F519% % 28% [7,8] » &8 1% BERY 1%
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219% % 28% [11,14,32] « A 7e. 2 [ A c2 %%
e DR AR 15 19.6% FITEL b B 95 9 45 88 I Tt S 2 S
FEALLAR o T4k B 4% B 15 f) ©2 361 5 1 9Lty
YK > 51401 H A AC19% 25 28%) 44 K »
TR 75 A EE R 2t 4 L5 » 3545 SR BRI ft
Ge BN o 1R IR Ui E B - R - JEHE
2 C2 ST BEIR SR AEHE ~ AR - R SR R
{E.(p<0.05) » i i 1 7Pl o 7 S 47 ¢ » 1 EL L
R P A5 ST L 0 6 SR 7 B AR M 2 2
S (68 32 [T 45 A T AR BRI P AL o T Je s 1S
K1 » CYP2EL 2 5[ % T V1 £ 8 I3 (4 2 4 e 1)
FiT B, B0 BRI A 5 6 AR T

il i A GSTMI fk 2k i H 5125, 56% » 8L 4 fih
5 8 A H B SR UC45% %5 639%) [11,14,19] © it
R S FLIC42.5% 25 53%) th fITH 45 A F
(47% % 51%) [19,34] st S ML o B A
GSTMI fe 2k i L {51 52 b 8 12 0 25 1L L i
AR RIUREEEE o T R AR A2 1 L H A
B 26 ~ PESS ~ B ~ FEAE(P<0.05) » FER I
It I 0 b e IR L7 SME o T FE A A B
GSTMI $£[K % Ji 1 7 i A B I (5 RS0 5t
W R R REE 2 a .
GSTT ik 518 B 7E 1 18 15 B 1 EL 511460 15 53%
[14] » 758 M A EL BT £516% [21] » 1 A kL
B %955 15% % 36% [27] - AW 582 B A
GSTT 5387 5,44% » WS TLALHFFRr 45
(539 [14] » {E 8 577 A EL 2 2538 2 LL i
=

S [K] % 100 76 7[5 R R A1 53 47 2 15
P42 B %8 5 5 1 S ) AR ] Y 3 2 2S8R 36 1
252 SCENSHI35] » 1971 %5 1980 %2 e ik N
96 115 1 W AR 7 2 W8 4 [ - 1981 % 1990 Hk
18 2 98 T % T TR BB 12 45 W I o i A BT
et R IR e BRI IR 2 2/ C2 R R S A5 B A
FATRIFE A » 32118 6 SR B 7 T S50 D5 £ R A 2 {EE
B A 2GR o AWFgerh GSTMI 7£
Ly 5 ) A S R S R ] SR
{1 GSTMI 2 HE B (AR A - e
$i HH GST M 32 1% P B i 1 (18] » 195 Ibe i 5
(197 » 7 i 52 5 A4 5 B - 2 i v S ik
FEH > JFUEE B2 5 DA B M 5 U TR 7
1 8 A [35] o 1HR 4 58 25— Rt o (i
G¢ o PETRTE RS B 3 (M A I 4 3 PR RS R A T o
FE 1 T LS [ 2 TR M e R > DL 90 35
St — 25 BRI HE R -
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L Je ] T RE 3 {8 25 IR B AR e A 05 7 1B AN ] T
ARG SR RRR 2R o HAERAR - #
HEL R E AR T W SRR E A — JH B Y B Jk 1k
K > AWFFERR T Ay AT — ([ E AV 2 &
TEHIER » th A5 S I RHF 2 SR ST 2 9 A Ik ] R
M Z BRETE P Bhs - MR R AR B 7 By — (18 22
% o

7 BT W A SR o [ B S 2R G I 3k B e R AR T SR
E AT B (DMR-89-061) 8 2 i B » F& T B b 1
A B(DOHS3-HR-319) K B 5% #i 4 0 92 bt
(NHRI-GT-EX 89P803L) i &R (13 1B » A< 15 LA
SERE o FoF LB o 37 T i L R B R ER N A T b
BOER A B BB B A -

S£E3RK
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Ethnic Variation in CYP2E1, GSTM],
GSTT1 Genes Polymorphism Analysis:
Taiwan Aborigines, Thai and Filipino

Chih-Mei Chen, Jan-Gowth Chang, Ying-Chin Ko'
Department of Medical Research, Division of Molecular Medicine, China Medical College Hospital,
Taichung; and 'Department of Public Health, Kaoshiung Medical University, Kaoshiung, Taiwan, RO.C.

Background. Individuals metabolize chemical substrates or drugs with different the
susceptibility; the differences are especially noticeable among individuals who
originate from different ethnic groups. Several studies have shown that the different
susceptibilities could be determined using genetic polymorphisms of the enzymes
which metabolized the substrate(s) or chemical(s). The polymorphisms of three genes-
CYP2E1L, GSTM1, and GSTT1 have been linked to the susceptibilities of individuals to
some cancers, In our study, we focussed on the differences of these three genes in
Taiwan aborigines, Thai and Filipino populations.

Method. The study population included members of various tribes of aboriginal people
including the Pancah, Ayayal, Bunun, Paiwan, Puyumar, Min-nan, and natives of
Thailand, and the Philippines. DNA was isolated from peripheral leukaocytes. The
target DNA fragments were amplified using polymerase chain reaction, and genotype
were determined using restriction fragment length polymorphism.

Results. The frequency of c2 allele in members of the Pancah was 19.4%, of the Ayayal
was 43.4%, of the Bununis was 29.6%, of the Paiwan was 36%, of the Puyumar was 22%, of
the Min-nan was 19.6%, of the Thai was 16%, and of the Filipinos was 13.6%. The
frequency of GSTMI null genotype was 56% in members of the Min-nan, 63% of the
Pancah, 53% of the Ayayal, 53% of the Bunun, 42.5% of the Paiwan, 46% of the Puyumar,
48% of the Thai, and 53% of the Filipinos. The GSTT1 null genotype frequency was 44%
in the members of the Min-nan, 35% of the Pancah, 52% of the Ayayal, 25% of the Bunun,
40% of the Paiwan, 41% of the Puyumar, 23% of the Thai, and 41% of the Filipinos.
Conclusions. The CYP2E1-Rsal polymorphisms vary among different ethnic groups.
The frequency of GSTTI1 null genotype in members of the Puyumar and Thai
populations were significantly lower than that of the Min-nan. The GSTM1
polymorphism was not significantly different among the populations in this study.
(Mid Taiwan J Med 2000;5:181-8)
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