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Fig.1.The aggregation of LDL (200 ug/ml) induced by HA as afunction of
timemonitored by the turbidity measurement at 680 nm at 37
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Fig.2.Graph showing the dependence of turbidity change ( O.D. 680 nm) as a

function of concentration of HA. The concentration of LDL was 200 ug/ml.
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Fig.3.The aggregation of LDL (200 ug/ml) induced by HA (20 ug/ml) as a

function of time at different concentrations of NaCl monitored by the
turbidity measurement at 680 nm at 37
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Fig.4.Graph showing the dependence of turbidity change ( O.D. 680 nm) as a
function of concentration of NaCl . The concentration of LDL and HA was
200 ug/ml and 20 ug/ml.
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Fig.5.The aggregation of LDL (200 ug/ml) induced by HA (20 ug/ml) as a
function of time at different concentrations of As®" monitored by the turbidity

measurement at 680 nm at 37

Fig.6.Graph showing the dependence of turbidity change ( O.D. 680 nm) as
a function of concentration of As’*. The concentration of LDL and HA was

200 ug/ml and 20 ug/ml.
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Electron microscopic analysis of HA treated LDL particles. LDL (200ug
protein/ml) was incubated at 37  for 10 min and 40 min with 20ug/ml HA.
The LDL particles were examined by electron microscopy after negative
staining, and size distributions of the negatively stained particles were
determined.(A) native LDL; (B) HA treat LDL incubator 10min; (c) HA treat
LDL incubator40min.



