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36monoamine oxidase A NM_ 00 002400018311
37mab-21 (C. elegans)-1like 1 Uu388100. 008431
38&ndomucin-2 AF205904.000/8 432
39Homo sapiens c¢cDNA FLJ13158 fisAK@2 ®2020NB5RMA30035F¢E
40Homo sapiens c¢cDNA FLJ11594 fisAK@2 b60260HBMBAR100 3 8(
41cytochrome P450, subfamily VIIAF090301.809317
42guanine nucleotide-releasing fRB212392 00®B&&I fi c f
43t i ssue inhibitor of metall opr oNM_O0O0AO00360210027
44neur onal pentraxin receptor ALO00850830 10027
45cholinergic receptor, nicotinid62d27a 0f|@I0OBHept i de
46Homo sapiens aat-1 mRNA for AAABO6 2209604d4|09c@mpl et e
47CGI -141 protein AL136507.101]1130
48 o0l ute carrier family 9 (sodi uUMFhyHI0DIPA|L2&Xchange
49potassium |l arge conductance caAF209704.7011309
50hyal uronoglucosamini dase 4 NM_ 0120260911402
51Homo sapiens mMRNA; c DNA DKFZp7AL162006.9 1/1498
52i sl et amyloid polypeptide X688300.011508
53mi crophthal mi a-associated tranABOO ®0.WHA(1f72dt or
54kalli krein 2, prostatic AF188704.70 12368
55hypot hetical protein MGC10812 NM_O03104.205112451
56annexin A8 NM_ 00 106.3001|2 4 8 3
57t icolin (collagen/fibrinogen dNMa0 2@ @3Lj2&6i19Mi ng)
58deleted in colorectal carcinomé761320.01(2849
59 ul lin 3 ABO014501.7013200
60vVertebrate LIN7 homolog 1, TaxAFhT20&aMDi3@M 3pr ot ei
6 1Homo sapiens c¢cDNA: FLJ20979 fiAKOZ4@&n2 1/82HPY019 38
6 2Kl AA0337 gene product ABO0O02303.5013216
63i ndol et hyl amine N-methyltransfAFh2&804.6013641
64interleukin 8 receptor, bet a L195930.013928
65fi broblast growth factor 13 AF100104.301]3990
66t ranscobal amin |1; macrocytic MMeG0O G3.5051(4114
67protein tyrosine phosphatase, NMNO 0 504 @Ht4dr3 3t ype 1
68hypothetical protein DKFZp434HNB1Q320240314134
69guanyl ate cyclase 1, soluble, W19Pha303 01(4497
70Kl AA1160 protein ABO0 3290860 14688
MGC: 2079
71 MAGE: 3508225, mMRNA, complete BA@GOO0100.80 14771
72hypot heti cal protein MGC8407 NM_ 02 400.406114 991
73Homo sapiens, c¢clone MGC: 2492 |BMAGELIRABBDIABDA,3 MRNA,
74hypot heti cal protein FLJ20343 AKOO0OO03050015136

93




411

266

t-test

GeneNa me

Accession

Number P

75Homo sapi
76al pha-1, 4
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11Bomol og of yeast exosomal coreNMdr®1 €0.4062dDI5B
l11Momo sapiens, clone MGC: 1174 |BAGGELIDEIOL2ANFTD,4 mMmMRNA,
limatri x metall oproteinase 2 (geNM_004053002/4274

t o
116L- RI BULOKI NASE (EC 2.7.1.16) AK022203.702/4665
11BTG family, member 2 U72649.024711
11Beukocyte tyrosine kinase NM_ 00 203.4042|149 2 1
11RlI AA0O103 gene product NM_01406.7032/5050
12®ypothetical protein FLJ22624 NM_02408.00825110
12K1 AA1510 protein ABO040904.302/5133
12@QD209 antigen-1ike ABO015602.902/5170
12Bypothetical protein FLJ20033 AB046708.7025172
l12darly growth response 4 NM_ 00 109.6052|5 4 7 8
12membrane-spanning 4-domains, sNMf@2ni02 G012|A5 2mMe mber
12Brotein kinase C, beta 1 X07109.025900
12Zinc finger protein 46 (KUP) X165760. 026150
128ysteine and glycine-rich proté@4 a8370( O26Bi3&c LI M
12®ypothetical protein DKFZp434ERM36G3008.0042/6 34 8
13Bomo sapiens c¢cDNA: FLJ21026 fiAKOZ2Z4 6N 2GARBMB6S38 12
134l asmol ipin NM_01509.9032|716 3
13Rypothetical protein FLJ20001 AKOOO0O00.802/7164
138BD3Z antigen, zeta polypepti deNMTO TE7.04MBDI0SX )
13dypothetical protein FLJ20345 AKO0O00305202/7921
13BMX non-receptor tyrosine kinaA®BO04540590 28232
13BKFZP434M098 protein AL117508702/8570

MASA

(ment al retardation, aphasia, shufflinlg gait an:t
13gpastic paraplegia 1) U521120. 028572
1381 AA0O161 ene product D799830. 028690
139UNC13 (C. elegans)-1ike AF020200.20 2|89 24
l14@9refol din 4 Uu418160. 028939
l14Homo sapiens mMRNA; CDNA DKFZp5AIZBO@ B4 9f28@mM 9c |l one
14@ protein-coupled receptor 57 AF112406.102/9211
14B8rizzl ed (Drosophila) homol og MM_01201.90329279
l4Mypot heti cal protein FLJ11328 NM_0180390129304
1461 AA1641 protein NM_ 0 2501.9002|95 84
l146r otensin 2 2988840 . 029788
l4Rypotheti cal protein MGC4126 AL1375027030391
14Bomo sapiens cDNA FLJ13432 fisAKE@2 340240B|0AAB10025:
149GC32445 protein AF251004.103/0850
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71 gene product NM_ 0 1 406. 6063
carrier family 6 (neurod3&ahsldi O3
speci fic basic protein U606650. 03
apiens c¢cDNA: FLJ22272 fiAKOZ5% @h% 3
NM_ 0 2 206. 4083
etical protein MGC10702 NM_O 3 2066033
ne component, chromosomezZ48Q4 2u0f3

r to
sculus semaphorin VIa mRAKO2 160600 3
acrosome associated 1 NM_ 0 3 009. 6003
DNA sequence from clone RP133200%I3
medul I in D148740. 03
nding protein 2 NM_ 0 0 602.6073
receptor 2 (fetal) N M_ 0 0 008.0033
ol lin 1 N M_ 0 0 409. 4083
(transmembrane proteaseNMs@0 20h 513
apiens mRNA; c¢cDNA DKFZp4AL137606 303
n family member 3C AF03560210 3
apiens, clone | MAGE: 3344B0GQ 2 40R3043
24 protein ABO0O 3780450 3
inger protein 237 AJ 133305503
etical protein FLJ10490 AKO0OO01305203
protein NM_ 0 1 509. 4023
apiens c¢cDNA FLJ10196 fi sAK@O bod=80H
apiens c¢cDNA FLJ12355 fisAK@2240E70MN
etical protein FLJ23047 NM_O0 2 4054083
apiens ¢cDNA FLJ13036 fis, c¢clone N
PROTEI N AKO 2 3009.80 3
i nger protein 220 Uua77420. 03
64 protein NM_ 0 1 409.0023
box homolog 8 (Drosophil AFPTtT4 408 20s3
apiens mMRNA; cDNA DKFZp5AL080101.40 3
anscription factor 1 M965770. 03
ck-Kaufman syndr ome NM_ 0 1 808.4083
etical protein DKFZp586 MNMM203 102 9043
meri zation protein NM_ 0 0 203.5073
apiens mRNA; cDNA DKFZp7AL157405203
95 protein ABO0O11106.70 3
apiens cDNA: FLJ21447 fiAKOZ5 1Wh@ 3
apiens c¢cDNA FLJ20653 fisAKe@O ®60& 00K
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similar to
188Mus musculus semaphorin VIa mRANKO21606.0037346
189uman zinc finger protein zfpd4dU7i1&0 W7 )Y 3MREA/, part
19Bomo sapiens mMRNA; CcDNA DKFZp7AL353904.803/7406
19Homo sapiens mMRNA; cDNA DKFZp5AUGDD A6 F0fr7or@ 4cl one

similar to
192Z1I NC FI NGER PROTEI N 184 AKOO13057038498
193ntegr al membr ane protein 2A ALO0217086038533
19Momo sapiens c¢cDNA FLJ13952 fisAK@C2400E40BBDBAAS10010E
19%ucl eosome assembly protein 1-ALX@&2106.8 38595
19®66r ansport-secretion protein 2.RJ278407.603|/8783
19Momo sapiens cDNA: FLJ20863 fiAKOZ2Z4%he 3PWBKOA01804
198B8Bumor -associated cal ium signalNMt0O &203 548(@elrl 21
190®ardiotrophin 1 U430300.039427
2001 AA0O0O97 gene product D439480. 039428
20Homo sapiens CcDNA: FLJ21305 fiAKOZ2Z49n& 30OBL5KB2124
201 AA0107 gene product AF2150903.5040196
208eutrophil cytosolic factor 4 NNMO®&D304. 1064/0491
20gdmal | induci ble cytokine subfath83y7®W. 0@MNWHE20Ys) ,
20Bbas (TNFRSF6) associated factoAJ271400.8040715

from
208GA1- KTRY AL022309.80 40907
20pfut ative prostate cancer suscelMi ®1 801 2084/0@r2@t ei n
20Bomo sapiens cDNA FLJ12474 fisAK@2250260M0DORM10009:°

Homo sapiens c¢cDNA FLJ13782 fis, clone PILACE40004c¢t
209PROTEI N GRAI NY- HEAD AKO023804.404/1245
21Bomo sapiens cDNA FLJ10641 fisAK@O bD50@30MTL2RB2005 7 ¢
21AT1a-1 AF030402.70 41365
21Bomo sapiens clone 25028 mMRNA AEL3E804@ 41448
21BlI AA0D969 protein ABO023108.604/1504
21dypot heti cal protein FLJ10482 AKO0O01304.404/1617
215nterl eukin 5 (colony-stimulatXh468 &-c t0af1,81680sSi noy
21omo sapiens DNA, cosmid clone¥ldNG6D. a2 O0BNSE 2
21dcyl -Coenzyme A dehydrogenase,Z&0 2450 0323 2ddhort
218K homeobox (Drosophila), famiAl287 70040 42144
218omo sapiens cDNA FLJ14188 fisAK@2 6420200NR2BM20059 ¢
22KI AA1712 protein ABO051409.9 42283
22Human DNA sequence from clone RBONILB/ ®W22BrO0o mos or
22Rypot heti cal protein from EUROAMAGEAALB&ARA2T
22i3mmunogl obulin superfamily conlNMi @0 530940MR6Ti5ne-r i
22Homo sapiens mMRNA,; cDNA DKFZp5AL1175053042960
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22ATPase, H+ transporting, |lysosAkKadoO (&40 BOISDr pr ot
221Kl AA1150 protein ABO032907.604|3175
223EC14 (S. cerevisiae)-Ilike 2 ALO96808104/3482
22BI AA1719 protein ABO51500.604/3568
22Pl exin Al AL162001.304|3611
23Bomo sapiens cDNA: FLJ23261 fiAKO0OZ26 9h4) 4BBLLM®5862
23lypothetical protein PRO2133 NM_ 01 806.1094/3 9 3 2
23RKFZzZP434D1335 protein AKO0O27604.3043950
23BLVCR protein AKOO1401.904/3966

t o
23MUCLEAR PROTEI N SNF7Y AKO21707.60 44098
236eroid-1lipofuscinosis, neuronaAFQ39 T0&@40e&4i28f0ant i | e
236adherin 5, VE-cadherin (vascuXa%99&m®i t0mell5i7@2m)

associated
23dndometri al al pha-2-globulin, NHMp®ha&?20% I0B5i3rB68 pr ot €
23BMG-box transcription factor TIMM-®@3102.8034/5375
23Bomo sapiens cDNA: FLJ22678 fiAKOZ6 30hH4YPI316130665
24Rruppel -li ke zinc finger protelNM @G220B5D54/55009
24dal A binding protein 1 L425420. 045585
24_Qel | cycle progression 3 proteAmR011709.3045816
24Bypot heti cal protein FLJ10199 AKO0OO01006.10 45967
24RAB7, member RAS oncogene famiX9$3499.04/6174
24Bomo sapiens mMRNA; cDNA DKFZp4AL137306.8 46254
248omo sapiens dmd gene, intron Y131870. 046278
24K AA1604 protein ABO 468024046381

similar to
24us musculus retinoic acid-respKWhz26eOpEEtLIEI N (St

compl ementati on
24®r oups A, C and D), clone MGC:BQ@BUZL002. 30AGEHE:3PI9507 4"
25Bomo sapiens c¢cDNA: FLJ22195 fiAKOZ5 &H& 46RBGA1166
25Kker atin, hair, acidic, 1 X865700. 046598
25Reratin 16 (focal non-epider moAFQ@6 £30pbWI4Ed6BI2ant ar
258nnexin Al1l AJ 27 8406.50 46803
25Homo sapiens clone 24416 mMRNA AEQu21e% 46969
2560l ony stimulating factor 2 (gA¥XO23 WENPt4gO0macr ophe
25Bomo sapiens c¢cDNA: FLJ22700 fiAKOZ63WRIWATRIBZ207 3
25t/r ansmembrane 4 superfamily mevd®&657D. 047808
258nhi bin, beta B (activin AB beNM_ @020y ®PAF7t8i2dBe)
258y pot heti cal protein MGC15437 NM_O03208.7034/7880
26Bomo sapiens clone 24859 mMRNA AEL3ETMNE W 48033
26ilnositol (myo)-1(or 4)-monophosiMa®d h40210£8 165
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26matrix metall oproteinase 3 (stNMmMeO 3042024/8490pr ogel
263ymphocyte antigen 64 (mouse) D®3¥:99 @Wg ,048bBi2opr ot ¢
26@dl eavage stimulation factor, 3NMpO0O @I0OR2049 1DUbunit
266Gl -148 protein NM_01600.7084/9 223
26BKFZP566C0424 protein ALO050002.80 49726

153



