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Homo sapiens, Similar to DNA-binding
37 | MAGE: 4296760, mRNA, compl eB@0 0Oc7dlsd 60 1
38solute carrier family 9 (s odARilnl/1hlyGdd3rOod

Homo sapiens mRNA full l ength insert
39 EUROI MAGE 35971 ALO792@901
40hypot heti cal protein PRO2032NM_018®6.16G1
41pol ymerase (RNA) 11 (DNA di rX6c3t56d3)0 . 0a
42ri bosomal protein L15 AF28370201
43cytotoxic T-lymphocyte- ass oclilab0e0d60p roal
44heterogeneous nucl ear r i bonuNM_elo3plrdostdel

Homo sapiens, Similar to CG8405 gene
451 MAGE: 2964663, mRNA, compl etBCO0c0d8s96G .70 1
46Homo sapiens mRNA for KI AA17A/BLO 5plr5083t.80i1
47Rapl guanine-nucl eoti de- exc hlWamn8yle6 80a Otl
48hypothetical protein FLJ1462NM_032@81@1
49bacul ovir al | AP repeat-cont aNM_ On2g2a76 a1l

fatty acid binding protein 3, muscle
50 (mammary-derived growth i nhNM_OO4Q)0@1
51lhypotheti cal protein FLJ1076MK0016@101
52zinc finger protein 23 (KOX Al60O801@2301
53gl ycophorin A (includes MN DbNMoMO0 200 200l
54Human hbc647 mRNA sequence Uu684940. 01
55GAP-associated tyrosine phosN&8Ip0 80t. edil
56hypot heti cal protein FLJ2236NM_0228231
57SRY (sex determining region AKOG2bdod® 10 1

l aminin, gamma 2 (nicein (100kD), kal
58 Herlitz junctional epi der mod1ly50 0s80h Il

phosphodiesterase 4B, cAMP-specific
59 (dunce (Drosophila)-homol ogL 2pth%7s10h o0dl
60angiopoietin-I|ike 1 AF10726301
6lhypothetical protein DKFZp43NNWOLNAEGOAG1
62Homo sapiens chromosome 19, A®GOM 5 0O3L
63Homo sapiens clone 24923 mRNAAF Is3198890cl
64hypot heti cal protein MGC2941INM_024@9C01
65Homo sapiens mRNA; cDNA DKFzZzAL11020201
66Homo sapiens glucocorticoid AF17336B801
67uncharacterized hypothal amu sALplr0o%% 93 90 1

Homo sapiens mRNA; c¢cDNA DKFzZp761G0212
68(from clone DKFZp761G02121) ;Alplax730alo 1l
69doubl e C2-1ike domains, al ph@mx318970.01
70stem cell growth factor; | y npM_o0OcOy2t@e7 Gsl
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71Homo sapiens c¢cDNA FLJ11733 fAKO?2 1c71@50€el|8F55EEMBA 100!

protein phosphatase 3 (formerly 2B), fcatalytic
72 (calcineurin A beta) M295510.01]9106
73prosaposin (variant Gaucher J030770.019540
74Homo sapiens clone 25048 mRNAAF 1s31q7u0e6mclp 6 8 6
75Homo sapiens c¢cDNA FLJ13415 fAKQO 2 X40070el|9F7LOBCE100:
76K1I AA0O806 gene product AB0183@9020259
77Homo sapiens c¢cDNA FLJ14115 fAKO 2 410o7/m0e2lOMANMMA 10O
78t hymosin, beta 10 NM_021a0320534

variable region,
79ger mi nal center 3, sequence AI73B099@302/1419
80i nterferon regulatory factorNM 002Q@002/1565
81lE2F transcription factor 5, X863009 70i.0Od2}1ln/gr 2
82KI AA0474 gene product AB0079@3022390
83KI AA1327 protein AB0377@8022517
84me mbr ane-spanning 4-domai ns,hXO0s7u2b0f3:0miOl2p2 88,1 me mb
85hypothetical protein FLJ109ONMM 01826023352
86KI AAO666 protein AB01456024436
87EGF-1li ke-domain, multiple 5 AB0115@202/4526
88t umor necrosis factor (ligarX685500.024843
89KI AA0273 ene product D874630. 026037
90Homo sapi ns cDNA FLJ10500 fAKQO 1c3@20e2[6NT32RP 2 0 0
91t el omeric repeat binding facNMIro 1(7I8BAR6I4Mt12er act
92zinc finger protein 294 AL1632@38026546
93TNF-induced protein AF0999B86026555
94hypot heti cal protein AKO0012®4026716
95protocadherin beta 10 NM 01803027132
96KI AA0D276 protein D874660. 02[(7393
97Homo sapiens, clone | MAGE: 39B1M0000898 0 OrORNA,83par t i
98Homo sapiens clone 25142 mRNAAF 1s31q7u®30c2e7 751
99ubiquitin specific protease NM_(OTOr4e® 025 20/rBcfdAB3g e ne)
100ei odinase, iodothyronine, tS$4982200.028232
l10aAyruvate dehydrogenase (| i poNaMni0OdOeO)@ 8288 61
l10@eath effector domain-contaiNMnNg320@9®@2/8546
10BRAB13, member RAS oncogene fXambis9%30. 028777
10Momo sapiens, clone MGC: 182¢BC0086@402/9516
10protein tyrosine phosphat aseYO00O06c20p tO2f9 6t8y5pe, C
106ul l in 5 X818820. 029832
10Momo sapiens c¢cDNA FLJ11405 fAKO?2 Icd@7m0e2|99E/N6BA 1 0 O (
108ASP8 associated protein 2 NM 01201630072
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108ypothetical protein FLJ1067AK0015@3303
1181l pha2, 3-sialyltransferase AKO0O19@203
ll14el enoprotein N AL0O209®603
l11RAuman DNA sequence from clorAL02450903
11BFH-amplified sequences wi t hAB 0elu6c8idn6e-3
ll14ypothetical protein FLJ1033%5K0011®.703
l11guanyl ate cyclase 1, sol ubl eY,1l57 2p30a 03
l1B6ypothetical protein MGC1126MK0278®903
l1defensin, alpha 4, corticostxaesomn770. 03
11B1I AA1682 protein AB0514®88903
l118ypothetical protein FLJ11105K0231@8603
12Bomo sapiens mRNA; c DNA DKFzAL1620@8903
l12Momo sapiens c¢cDNA FLJ14032 fAKO 2 4c0®@o40e3
l12@ducl ear pore complex proteinNM_020@00as3
12BKFZP58601624 protein AL11766603
l2y4east Sec31lp homol og NM_0140333
12850l ute carrier family 10 (scL218930. 03
12Bomo sapiens, clone | MAGE: 3 9B®0801962 10K
127-box 3 (ulnar mammary syndrloFie7)07080 3
128bsent in melanoma 1 Uug831150. 03
12@&onnector enhancer of KSR- 1 iAKFRl O(0DIrGo30a
138RY (sex determining region AWLOG 3Ddo5@ 8023
13dal modulin 3 (phosphoryl ase X5 26als6e0,. 0d3
13Bypothetical protein FLJ2055RL3602®503
13BC2 protein AF1614@503
13Homo sapiens cDNA: FLJ21800 AKO0s25 4@ 300M
13Bbyaluronoglucosaminidase 1 NM_007831Q24
13domo sapiens, clone | MAGE: 35B®0708431,@ 5OR
13Aomo sapiens cDNA FLJ10784 fALsO5 0cOQo80e4
133W10 (Drosophila) homol og, clebndt 9 96me roet
138H2 domain protein 1A, DunceAL02366.704
l4@daptor-related protein compAFX9 110,70 70i4
l4idnterferon, gamma-induci bl e Ak 200t80i@n3014
14R1 AA0O423 protein ABOO788304
l4B8etratricopeptide repeat domhdi6n57100. 04
l4d4nnexin A7 NM_00403@4
14pol y(A)-binding protein, cytlWw6deatsini.c,4
l14Bypothetical protein FLJ1118MK0020@804
14K1 AA0903 protein AB0207a004
14BKFZP586F1019 protein ALO5010204
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Human DNA sequence from clone RP1-122P22 on chi

Contains the 3 end of a novel gene pBimilar t

sodium-calcium exchanger (NCKX2) from Rat, a
148TSs and GSSs AL1217®1044674
150nterferon-related devel opme¥ilt2a3d 9 5r0e PQuW486t9®r 2
l15hypothetical protein MGC1310BC0064@36044955
15Buman mRNA, clone L11, partilhd76c7dls0. 0454638
153inc finger protein 266 AKO027480045561
15Momo sapiens clone 23649 andAR®BIBISG 20MkK5BARN MR N/
156GI -45 protein NM_01509®45990
1583 histone family, member K AL0O09109046053
15¢ZD8 antigen, alpha polypept iMIle2 §24302)04|6152
158nterferon gamma receptor 1 AL0O503@7047112
158Buman DNA sequence from cl orAL03110.7047390
l16Bomo sapiens c¢cDNA FLJ12284 fAKO2 2c3@o6med| 7NAMNMA L0 O
l6hypothetical protein DKFZp43NNWOULNDBEOB47984
l16RBomo sapiens c¢cDNA FLJ11802 fAKQO 2 1c8@40ed|SHEDNMBA 10 O |
l16Botassium channel, subfamil yNM,O Onbelnidel8 470 8
l6grotein tyrosine phosphat aseNM nOoOn2-@& 30ABDHBISBr t yp
16A1U protein AF1135@4048577

Homo sapiens ¢cDNA FLJ13351 fis, clone|l OVARC100:
l166weakly similar to Dani o r erAKO 2u3r4iad3ioMeeB 96i3nase |
l16Aypot heti cal protein FLJ1260AMB05140904/9016
16RAB13, member RAS oncogene fXambi59%30. 049267
168l ycyl -t RNA synthetase NM_00204049457
170-compl ex-associated-testis-WOx2p5s560s e0dM|918-916i k e

115



