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PPAR aexonl 2 4 8
DGGE
genomic DNA PCR
DGGE (A) Exon 1
DGGE 12% polyacrylamide
gel 10% ~ 80% denaturing solution
190V 55
3 (B) Exon2 DGGE
8% polyacrylamide gel 10% ~ 60%
denaturing solution 190V 55
4 (C) Exon
4 DGGE 12% polyacrylamide
gel 30% ~ 70% denaturing solution
190V 55
4 45 (D) Exon 8 DGGE
8% polyacrylamide gel 10% ~
50% denaturing solution 55
190V 4 30
well
DNA
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PPARaexon3 5 7 DGGE genomic DNA PCR
DGGE (A) Exon 3 DGGE 12% polyacrylamide gel 10% ~ 60% denaturing solution
55 190V 4 45 (B) Exon 5 DGGE 8% polyacrylamide gel
20% ~ 60% denaturing solution 190V 55 3 30 (C) Exon 7 DGGE
8% polyacrylamide gel 20% ~ 50% denaturing solution 55 190V
4 45 well DNA



PPAR aexon6 DGGE genomic DNA PCR
DGGE DGGE 8% polyacrylamide gel 20% ~ 50% denaturing solution 190V
55 3 30 (A) DNA DNA
(B) DNA DNA well

DNA
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PPARaexon 3DNA
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AAG GTGAGTARAGCAAGTGCGC TG GTTTCT AAG TG GCCCAGG TCTTTARATCCACTG TG TAT TACCC TCACAGGGCTTCT TTCGGCGAACGA TTC GAC TCAAGLC TG
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PPARa exon 5 DNA



COTCCRRMACCOTAR CGATTOCG T TTTE GACG AATE CCAAG AT CTGAG AMARG CAAMRCTG MMAGCAGAAATTC TTACC TG TRAACA TG ACATACAAGATTCTGAARC TEGC AGATC TCARA TY

M oA | | |
0 o i B

] G"-.."('_‘EG-:'_‘ CTCTCAGGARARGGCCAG TRACAR TCCAUTRABGTETITIGCEGL TG TTOTGGGT
22

GTC-GNC

M\M W e T

PPARa exon 6 DNA
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Ser codon TCT
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Phe codon TIT
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bp
PPARa exon 3 S24F RFLP Genomic DNA
PCR ? Dpnil 3
Agarose 3.5%Agarose 100V 40 min
A RFLP B Agarose lane 1
SS lane2 F/F lane3 SF
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Leu codon CTT
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Vd codon GITT
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bp
PPARa exon 5 L162V RFLP Genomic
DNA PCR ? Ddd 3
Agarose 3% Agarose 10C
V 30min A RFLP B Agarose

lane 1 L/L lane2 PCR
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Vd codon GTC

| |
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Ala codon GCC
| |

' 35 | 154 | 17 | 479
. Al +—— 325
b
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PPARa exon 6 V227A RFLP Genomic DNA
PCR ? Sau9ol 3
Agarose 3% Agarose 100V 35min
A RFLP B Agaose lane 1

VIV lane?2 V/IA lane3 A/A
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ApoE Genomic DNA PCR
? Hhal 6 Agarose
45% Agarose 100V 40min A.RFLP B. Agarose
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