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Abstract

Decoding gene bringing an expectation to understand how the heredity
and environment affect human evolution, human disease and DNA
structure and function. Human Genome Project publicizes that entire
human gene sequencing will be finished in 2005; however the progressis
uncertain so that many gene prediction programs are designed
continuously to speed up gene finding in massive amount of genomic
sequences. Although gene prediction programs are developed for the
complex structure of human genomic sequences, but a accuracy program
still be needed.

The research combined statistical characteristic analysis and exon
region score algorithm to find gene region. The purpose of our method is
to define exon region and gene region boundary. The boundary is
generated by comparing base composition of gene region and scoring
function of boundary.

The program integrates computer science and statistical analysis which
tries to solve the problem of complex human genome structure could help
biologists to find gene rapidly, the sequences are numeral to analysis
global structure of genomic sequences without complex statistical model
to depend on signal to estimate.

Future work is hopefully to help biologists to investigate exon
frequency and discover exon composition rule to predict gene
automatically.
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