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Finding Motif by exhaustive algorithm
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Abstract

Recently, motif finding became a ve
bi oinformatics, thus more and more r
I n discover motif. However, many al go
Pevnzer and Szes’ chall enge probl em. |

to purpose construct an exhaustive me
finding performance iIin discover sighn
(9,2), (11, 3), (1ah,d41)7 ,¢6)é, 69, sol ve t he
problem that accuracy will be descend
IS i ncreasing.

Al though exhaustive search method co

It still needs to face the problem th
grown exponentially by Il ength increa:
and motif. The research through provi
to avoid the |l ength of sequence incr
time, but also efficiency and accurac
result. We could expect the research
performance and apply in other bioinf

motif finding i s expandabl e.
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