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Table 1. Distribution of clinicopathological characteristics of colorectal cancer patients

by tumor site

Total

Colon

Rectum

Variable N (%) N (%) N (%) p-vaue
Age 58.6+ 124 57.2+129 605+ 115 0.08
Sex 0.13
Male 264 (52.9) 144 (50.0) 120 (56.9)
Female 235 (47.1) 144 (50.0) 91 (43.1)
Multiplicity 0.14
No 475 (95.2) 253 (87.8) 194 (91.9)
Yes 24 (4.8) 35(12.2) 17 (8.1)
Family history of cancer 0.92
No 311 (64.7) 179 (64.9) 132 (64.4)
Yes 170 (35.3) 97 (35.1) 73 (35.6)
Missing = 21
TNM stage 0.001
1 74 (14.8) 56 (19.4) 18 (8.5)
1l 272 (54.5) 142 (49.3) 130 (61.6)
A% 153 (30.7) 90 (31.3) 63 (29.9)
Histological grade 0.01
Well differentiated 61 (12.3) 39 (13.7) 22 (10.5)
Moderately 388 (78.4) 211 (74.0) 177 (84.3)
differentiated
Poorly differentiated 46 (9.3) 35 (12.3) 11 (5.2)
Missing =4
Carcinoembryonic 0.09
antigen (CEA)
<5ng/mi 224 (46.7) 120 (43.3) 104 (51.2)
=5ng/ml 256 (53.3) 157 (56.7) 99 (48.8)
Missing = 19

" Chi-square test or t-test



Table 2. Distribution of OPRT, DPD, and EGFR polymorphisms of colorectal cancer

patients by tumor site

. Total Colon Rectum q
Variable N (%) N (%) N (%) p-vaue
OPRT G638C 0.17
G/IG 347 (69.7) 191 (66.5) 156 (73.9)
GIC 137 (27.5) 86 (30.0) 51 (24.2)
C/IC 14 (2.8) 10 (3.5) 4(1.9)
Missing =1
0.08
GIG 347(69.7) 191(66.5) 156 (73.9)
G/C +C/C 151(30.3) 96(33.5) 55(26.1)
DPD A1627G 0.81
A/A 251 (50.3) 148 (51.4) 103 (48.8)
AlG 220 (44.1) 125 (43.4) 95 (45.0)
G/IG 28 (5.6) 15(5.2) 13 (6.2)
0.57
A/A 251(50.3) 148(51.4) 103 (48.8)
AIG +GIG 248(49.7) 140(48.6) 108(51.2)
EGFR R497K 0.88
GIG 126(25.5) 72(25.4) 54(25.6)
G/A 249(50.4) 145(51.2) 104(49.3)
AlA 119(24.1) 66(23.3) 53(25.1)
Missing=5
0.97
G/IG 126(25.5) 72(25.4) 54(25.6)
GIA+A/A 368(74.5) 211(74.5) 157(74.4)

"Chi-square test



Table 3. Univariate Cox proportiona hazard models of overall survival according to OPRT, DPD, and EGFR polymorphisms by tumor site, gender, and tumor

stage
Variable OPRT G638C DPD A1627G EGFR R497K
GIG G/C+C/C A/A A/G+G/G GIG G/IA+A/A

Total

SY 4.0 4.2 4.2 39 4.7 4.0

HR (95% CI) 1 (reference) 0.84 (0.65t0 1.10) 1 (reference) 1.03 (0.81t0 1.30) 1 (reference) 1.15(0.87t0 1.52)
Colon

SY 39 4.3 4.2 3.7 4.5 4.0

HR(95% CI) 1 (reference) 0.71(0.50to0 1.01) 1 (reference) 1.13(0.82t0 1.54) 1 (reference) 1.06 (0.73t0 1.53)
Rectum

SY 4.1 3.7 4.1 4.1 4.8 4.1

HR(95% CI) 1 (reference) 1.08 (0.721t0 1.63) 1 (reference) 0.89 (0.62 t0 1.28) 1 (reference) 1.28 (0.831t0 1.98)
Mae

SY 4.0 4.0 4.0 39 4.2 4.0

HR(95% CI) 1 (reference) 0.88 (0.61t0 1.07) 1 (reference) 0.92(0.67t01.27) 1 (reference) 1.07 (0.73t0 1.57)
Female

SY 4.1 4.3 4.7 39 4.8 4.0

HR(95% CI) 1 (reference) 0.81(0.55t01.19) 1 (reference) 1.16 (0.81t0 1.65) 1 (reference) 1.23(0.821t0 1.86)
Stage 11+111

SY 4.9 5.0 5.0 4.9 51 4.9

HR(95% Cl) 1 (reference) 0.62 (0.41t00.94) | 1 (reference) 1.00 (0.71 to 1.40) 1 (reference) 1.24 (0.83 t0 1.85)
Stage IV

SY 1.5 1.7 1.6 1.6 14 1.6

HR(95% CI) 1 (reference) 1.00 (0.70t0 1.42) 1 (reference) 1.04 (0.7510 1.45) 1 (reference) 0.75(0.51t01.12)

Abbreviations: HR, hazard ratio; 95% CI, 95% confidence interval; SY, median survival years

Ip< .05
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able 4. Multivariate Cox proportiona hazard models of overall survival by tumor site and tumor stage

Colon Rectum
Variable H+11 Y H+11 WY
HR (95% ClI) HR (95% ClI) HR (95% ClI) HR (95% ClI)

Age 1.61 (1.12 t0 2.32)! 1.08 (0.78t01.49)  1.90 (1.19to 3.06)" 1.13 (0.79 to0 1.63)
Sex

Female 1 (reference) 1 (reference) 1 (reference) 1 (reference)

Male 0.91 (0.57 t0 1.46) 0.94 (0.60 to 1.48) 1.01 (0.60to 1.70) 0.83(0.47t0 1.47)
OPRT G638C

GIG 1 (reference) 1 (reference) 1 (reference) 1 (reference)

G/C +CIC 0.46 (0.25t0 0.83) " 0.71 (0.44t0 1.14) 1.01 (0.56 to 1.82) 1.37 (0.74 to 2.56)
DPD A1627G

AlA 1 (reference) 1 (reference) 1 (reference) 1 (reference)

AlG +GIG 1.12 (0.70 to 1.80) 0.86 (0.55t0 1.36) 0.87 (0.51t0 1.47) 1.08 (0.63 to 1.86)
EGFR R497K

GIG 1 (reference) 1 (reference) 1 (reference) 1 (reference)

G/IA+A/A 0.95 (0.56t0 1.61) 0.94 (0.55t0 1.62) 1.57 (0.82 to 3.00) 0.69 (0.35t0 1.34)

bbreviations: HR, hazard ratio; 95% CI, 95% confidence interval

P<.05
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